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Dong Xiao ['Studies on function and regulatory mechanism of a short-chain acyl-CoA synthase
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Binding manner of MvaT homologs in pCAR1-free and -harboring Pseudomonas putida KT2440
Miaoyan Yang, Chiho Suzuki-Minakuchi, Kenshi Suzuki, Delyana Vasileva, Kaori Nimura-

Matsune, Minenosuke Matsutani, Satoru Watanabe, Kazunori Okada, Hideaki Nojiri
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Pseudomonas BHIE N 75 X = R -ERBFEFICE TS A 2R O0—LEIT
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Benzene oxidation in the anaerobic degradation pathway of Azoarcus sp. DN11
Yuanhao Zhu, Felipe Vejarano, Allan Devanadera, Chiho Suzuki-Minakuchi, Yuki Kasai, Yoh
Takahata, Kazunori Okada, Hideaki Nojiri
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B EAEYFEES6EASE JPRER S 7R L Update of phosphate transport regulations
2022%9R17H =&
NIGT1-centered transcriptional network for the balanced acquisition of nitrogen and phosphorus

Shuichi Yanagisawa
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Liposome reconstitution and electrophysiological characterization of Corynebacterium



glutamicum mechanosensitive channel MscCG

Yoshitaka Nakayama, Paul Rohde, Tomoyuki Konishi, Hisashi Kawasaki, Boris Martinac

Molecular dynamics study of multidrug efflux transporter complex embedded in lipid bilayer: Role
of membrane lipids in the transporter

Keiko Shinoda, Hisashi Kawasaki
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E R, kO T, WA B8, 5 FE

Isolation of naphthalene-degrading bacterial consortia by the gel-filled microwell array device
Yuxin Liu, Chongyang Yang, Chiho Suzuki-Minakuchi, Kazunori Okada, Fumihiro Sassa, Hideaki

Nojiri
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Impact of interspecies interactions on pyrene degradation rates by pyrene-degrading bacterial
consortia

Yuanhao Zhu, Felipe Vejarano, Chiho Suzuki-Minakuchi, Kazunori Okada, Onruthai Pinyakong,
Hideaki Nojiri
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Involvement of chloroplastic Sec14-like protein in the regulation of phosphorus acquisition and
use

Mailun Yang, Yasuhito Sakuraba, Toshiki Ishikawa, Namie Ohtsuki, Maki Kawai-Yamada, Shuichi

Yanagisawa
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The role of OsHHOS transcription repressor in controlling phosphorus acquisition in rice

Mailun Yang, Kexin Liu, Yasuhito Sakuraba, Shuichi Yanagisawa

The role of OsHHOS transcription repressor in nitrogen deficiency response of rice plants

Kexin Liu, Yasuhito Sakuraba, Yoshiaki Ueda, Namie Ohtsuki, Mailun Yang, Shuichi Yanagisawa
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The efficient development of various naphthalene-degrading consortia via droplet-based
microfluidics

Chongyang Yang, Yuxin Liu, Satoko Matsukura, Chiho Suzuki-Minakuchi, Kazunori Okada,
Naohiro Noda, Hideaki Nojiri
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Impact of interspecies interactions on pyrene degradation capability within pyrene-degrading
bacterial consortia

Yuanhao Zhu, Felipe Vejarano, Chiho Suzuki-Minakuchi, Kazunori Okada, Onruthai Pinyakong,
Hideaki Nojiri
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KB IZE+ % Azotobacter vinelandii D = + Q4 F+—+XEF 4R LIZH (+ =& 5
Fik . &8 K#@. BE Ef. FE 2B, 78 Y. @BHL B

S EFEE Thermus thermophilus DY) OV EERIZH T2 /) BRHEEERICET 2%
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SNEFHR-_RRBEME TOEARICET H2HE
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Substrate specificity and evolution of lysine biosynthetic enzymes in Thermus thermophilus.

Wenyuan Shi, Ayako Yoshida, Saori Kosono, Makoto Nishiyama

Characterization of a heterodimeric aminotransferase discovered in AmCP-containing
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biosynthetic gene cluster from Serratia sp. ATCC 39006
Heru Pramono, Yuki Hirashima, Koshiro Kikuchi, Ayako Yoshida, Yusuke Sone, Saori Kosono,

Makoto Nishiyama
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B Plant Calcium Signaling Conference 2022, July 11-13, 2022 (Milan, Italy)

(-)-Catechin gallate and (—)-gallocatechin gallate, components of green tea, are potent inhibitors
of ABA-induced stomatal closure

Kanane Sato, Shunnya Saito, Kosuke Endo, Masaru Kono, Taishin Kakei, Haruka Taketa,
Megumi Kato, Shin Hamamoto, Matteo Grenzi, Ales Costa, Shintaro Munemasa, Yoshiyuki

Murata, Yasuhiro Ishimaru, Nobuyuki Uozumi

B Thailand-Japan Collaboration Symposium: Environmental Microbial Technology for
Sustainable Development, July 26, 2022 (Bangkok, Thailand)

New technologies to find and analyze the microbial interactions among the environmental bacteria
Hideaki Nojiri

Heterogeneity of plasmid-borne catabolic ability in bacterial populations
Chiho Suzuki-Minakuchi
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B international Symposium on Plasmid Biology 2022, September 18-23, 2022 (Toulouse, France)
How do bacteria avoid the burden of various plasmids?
Hideaki Nojiri

Incompatibility groups of Pseudomonas plasmids revisited: comprehensive analysis of R factors
belonging to IncP-1 to P-13

Masaki Shintani, Haruo Suzuki, Hideaki Nojiri, Masato Suzuki

Metabolome analysis on plasmid-free and -harboring Pseudomonas
Masaaki Hidaka, Chiho Suzuki-Minakuchi, Kenshi Suzuki, Kazunori Okada, Nobuyuki Okahashi,
Hideaki Nojiri

The tip protein of conjugative pilus of IncP-9 plasmid NAH7 contributes to the selection of
recipients

Kyoka Sugiyama, Ayako Sakuda, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

Function of the pCAR1-encoded MvaT homolog on the fitness of pCAR1-harboring
pseudomonads

Liangning Lu, Chiho Suzuki-Minakuchi, Kazunori Okada, Hideaki Nojiri

Transcriptional heterogeneity of the catabolic genes on pCAR1 causes host-specific carbazole-
degrading manner

Chiho Suzuki-Minakuchi, Natsumi Yamamoto, Saki Takahira, Masataka Yamaguchi, Yutaro
Takeda, Kazunori Okada, Shinsuke Shigeto, Hideaki Nojiri

M 19th International Symposium on Rice Functional Genomics, November 4-7, 2022 (Phuket,
Thailand)

Involvement of chloroplastic Sec14-like protein in the regulation of phosphorus acquisition and
use

Mailun Yang, Yasuhito Sakuraba, Toshiki Ishikawa, Namie Ohtsuki, Maki Kawai-Yamada, Shuichi

Yanagisawa
Multilayered regulation of membrane-bound ONACO054 is essential for abscisic acid-mediated

promotion of leaf senescence and environmental stress responses in rice

Yasuhito Sakuraba, Dami Kim, Nam-Chon Paek
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M 4th International Symposium on Mechanobiology, November 6-9, 2022 (Sydney, Australia)
Creation of a novel gain-of-function MscL for better inosine 5-mononucleotide productivity in
microbial cell factory

Hisashi Kawasaki, Tomoyuki Konishi, Yasuyuki Sawada, Kenichi Hashimoto, Masahiro Sokabe,

Isamu Yabe

B The 34th Annual Meeting of the Thai Society for Biotechnology and International Conference
“Sustainable Bioeconomy: Challenge and Opportunities”, November 24-25, 2022 (Bangkok,
Thailand)

Evaluation of defined consortium in biodegradation of hydrocarbons applicable for bioremediation
under climate change scenarios

Kallayanee Naloka, Natthariga Laothamteep, Felipe Vejarano, Nuttapon Pombubpa, Prinpida
Sonthipahnd, Chawalit Charoenpong, Kenshi Suzuki, Chiho Suzuki-Minakuchi, Masaki Shintani,
Hideaki Nojiri, Onruthai Pinyakong

BIPREM Seminar, December 15, 2022 (Pau, France)
New technologies to find and analyze the microbial interactions among the environmental bacteria
Hideaki Nojiri

Transcriptional heterogeneity of plasmid pCAR1 determines the plasmid-borne catabolic ability of
the host bacteria
Chiho Suzuki-Minakuchi

M 19th International Workshop on Plant Membrane Biology, March 27-31, 2023 (Taipei, Taiwan)
Arabidopsis K* channel inhibitors for unraveling details of stress signaling mechanism

Shunnya Saito, Kanane Sato, Kosuke Endo, Kyota Suzuki, Masaru Kono, Taishin Kakei, Haruka
Taketa, Megumi Kato, Shin Hamamoto, Matteo Grenzi, Alex Costa, Shintaro Munemasa,

Yoshiyuki Murata, Meiko Arisawa, Yasuhiro Ishimaru, Nobuyuki Uozumi

QBN o DRELE

Prof. Robert Duran (Université de Pau et des Pays de I'Adour, France) 2022 & 6 B-7 A

Dr. Cristiana Cravo-Laureau (Université de Pau et des Pays de I'Adour, France) 2022 & 6 A-7
A

Dr. Kallayanee Naloka (Chulalongkorn University, Thailand) 2022 4 10 A-11 B

Dr. Onruthai Pinyakong (Chulalongkorn University, Thailand) 2022 £ 11 A
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Dr. Prinpida Sonthiphand (Mahidol University, Thailand) 2022 % 11 A

Tifara Elaine Trisna (Indonesia International Institute of Life-Sciences, Indonesia) 2023 £ 1 §-3
A

Paul Ramp (Forschungszentrum Juelich GmbH, Germany) 2022 £ 4 -6 A
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Yuxun Zhu, Taro Shiraishi, Tomohisa Kuzuyama
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