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Heru Pramono [Structural and functional studies on enzymes encoded by the amcp-containing biosynthetic gene clusters
conserved in a broad range of bacteria (Z#k%G/\J T F7IZRFS NIz amep EBEEEHERFI FRXF2—ICTa—F&h
HPERDBELHEICET AR 1| (BEHE BELUE)

SR
A EfE [Corynebacterium glutamicum 25 [T 2 EFR R BIEERROEEMBEFERICET K] (BEHE @
H)

K[ 5 Corynebacterium glutamicum DY I)L42 = VEBAEEICEOL 2R BBZRHOESAERICEAT 2T (5E%A
mELE)

FHEE (PI/EXYUTE2NIEAMCP)ENTEILA YA O EERKICEAT 5] (BEHE BEIUE)
HE B8 [ 75X 3 FOKEFEH Pseudomonas resinovorans CA10dm4 # D IZ RIFTEE | (5EHE FREFM)

2| 1 TNsolation and characterization of naphthalene-degrading bacterial consortia by the gel-filled microwell array
device (ZIWFEI AV OV ILTLATNARIZEDTIE L USBREROMGEMBEN | (HEXE BRFM)

i G5 Tdentification and characterization of thylakoid membrane localized cation transport system

(04 XFTXFOEGEF 524 FIRICRRT S5/ 4 VERAOREK & AR 1| (BEHE  )IgSEF)

nE X
L H %3 Corynebacterium glutamicum D)L % = VERAEEIZEH 5 KBIEEROMREFHIE T 280K (FEHE
AILE)

HiZ #&E [Thermus thermophilus HB27 AREERF - 7 F )L CoA ERERBME X 2 /\U BOHEEIZRET 2H %]
(lEE%E @mLUE)

£33 &— [Thermus thermophilus [CEF B TILXF = VA EREZOECICET 2Ll (GBEHE WLUE)
EHER o0 X XFTFHERKEICROND N Y DVLRZGEMDSHEICET SR EEHE ME B—)
HE AR T ROERRZIEEICH TS OsHASTY DHEEEMRNT ) (BEHE WE B—)

MBS THEYICET2ER-RRDESNT VRICELIHR (BEHE WE B

Bl ¥8 [ 75X 3 FERIZxT % Pseudomonas resinovorans CA10dm4 kD #MEAIGE DT (BEHE HREM
A &= TPandoraea pnomenusa DYG4 #® difluoroacetic acid /S fBH#ED AR (GFEH%HE HRFM)

IR 3% 175X 3 K pCARL BIEDHRIAS 2/ 7 B Pnd D DNARREHRADHEHA (EEHE TRFM)
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RRENA AT/ BO—%¥£2023FEFEKRR 20234 6HA8-98 MW
Comamonas thiooxydans R2¥MD 7 = / —LAMEIZE 1T 2 EFRBEAR E R — 14 & EE RS
iR B, B/ IEAKER, KO FHE, B A, —X B2, BR F18

Pseudomonas BB O%IFIEKS /0 B TurB O SR BHEE
kO FiE. Vasileva Delyana. Fo)ll 248, KE @A, FK @K, &K G, @0 S#. R 58

PAH #& SR8 AAIFEEIC & 2 —HaEMT £ AL =0 BMENOER
NS/ 7z)R | HRALCF,. KO FiE,. @HE TR, FBRE FE

BMEYREEERICEEB LEEEETLUICL2RERZEHRATHREBO TR
it BR. K IS, Bk KA. KB MR, A% 2. 5F Fik. BREBEN. ZX#2

nAALTEMEMER 2023 FEFERE 202356 H9-118 FIE
HAMEYBEICP T IREMNEEFEOERGRIZA T -SMEYEED RN
AERE. BATE. BEEA. REME. AFTE. GESHE. BREN. ZX#B2

nE 22 (RFARFEGREEIURDVL2023F6 A 16-17H EHE
ZEXRETEME Klebsiella oxytoca # AWV KKHFEREZHEKET D L-JILE 2 UEBEEEZDREL
HEKRE, HEEN BXEH FEE= dEISY, @BUE

B AEELFLBAETEN 2023 FE KRS 20234F8H 258 #E
IV —FFALEELUDBEROAFEZELSE SHEOREF
#8K {ZF. Vejarano Felipe. kO F#8, FEH FH. Pinyakong Onruthai. ¥R FHH

2023 FEFMESRHNFEEFEBEMES 202348 A 26-27H #E

AR E Streptomyces lydicus ATCC 25470 IZE T AT S/ EX Y VT ANV EEN L TEESNIFH_RRKBED &
FOEBRICET IHE

MEX, BSiR%hE, SAET tEsHY, BHLULE

wiBRIBEEYFE S 2023 FF (£24E) ££.2023%E8H28-298 itiEE
= EFEE Thermus thermophilus AREERF - 7EF /L CoA ERERBME X /U B O
EHEF, BEE—H, Dong Xiao, HEEH Y, FEILE.

E 7S EIAREYIFEESRE 20235 9H3-50 EBH
71/ —ILHREHKTIZH TS Comamonas thicoxydans R2 ¥k DR E A1 — 1t & #EEEHE
A B, EIR SRR, KO 75, Eil X, X 82, R F1

TIRE FREFICKLDARERET 500K BIH EERX DORH
BE 28, kO 71, K $E, BHE F8, [E =, FR F8

Gel-microdroplet # AWV V¥ U HBEFHOREL
#AK &

w2023 £ (F37[E) BAKKREFERE 2023%9A7-88 L&

T#RE Streptomyces lydicus ATCC 25470 [2H T2 7 I/ EX v U TR VNI BEEN L TEESNSFR-_RRBEDL
FOEARICET 2HE

MEX, SR%E SEET dESHSY, BLUE

nFAOE B AREMN A A TH /AP —F2RE VURDHL EEERFHEOHERM] 2023%F9810-138 FIE
ZERICEZESESHIERY F7—9 OFERE L ICAER
R

EEHES I TS5X 3 FORBHUT—ER—ZXDOBEBICAINTT] 20234£9A14-158 #ME
TSRTROHLVWTF—ER—ZAEELEIZFHITT
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nHBFTREESE 2023410818 EHERE
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nsE 21 EMAEMHESR 20234 10A 218 HE
Corynebacterium glutamicum @Y )L 2 = UERAEICRET 59 T UBERBRESHAOHKERET RRAWN STES
BY, BILE

Corynebacterium glutamicum B3 ODH # &% 1=y bk OdhA S EXRDEERT. EEXE, RFFERE KBELE
EHAF #HEE— TERHY, B\LUE.

F/ REE AFM IZ& 580 71 TR EED TR
FISEE., REHRE. TR, B2EH. KOTHE. BEER, EREBL. BRFR

TR FORBICE>THEEIDENRBBRNIZEEZ(TEN?
BE BR. k0O T, iR s, B8 i, [@E #E. TR F8

nE G RAKRELLPEEREI VRS YL 20234 10A31B-11 A28 &R
Corynebacterium glutamicum 2§+ % PDH-ODH /N1 1) v KEAKRD L= — 7 iS4 & SEME RS
mTEEHY
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nZE 36 AIEAMEYMEREFEESRE 2023511 827308 #E
MEMERRICE T3NS RE LM
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HEETILZRAVE-EERSEROBHNAFREICE T 5MEYRBEERAOERE
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nF 46 BIBADFEYMFSES 2023F12A6-88 EE
MEMRBOIL YR
TEEEY

ZERTEEREENSCRZTE-HNS 7SI —42 VNN BOEEME &SN
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EI5Y b BIZK2BYMEEDEIEINFIIZE L S EEFORE
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FHRZEBAF ML TOADLTICETIHARE21R) -EX 57 P BEORBELIAOEREL 7L O/ —EE-
BREz REket, 205 THEHREG DR EEER

nE 65 MAARIEMEESZSER 2024E3A817-198 EE
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YOARFTRFITE T DHBA A EREN) I LA A VESOHREER A D = X LOFEN
BEfE. BERIC. WFEE—
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Functional analysis of two GARP-type transcription factors OsHHO3 and OsHHO4 in the regulation of nitrogen-deficiency
response in rice
Yuying Wu, Mailun Yang, Namie Ohtsuki, Yasuhito Sakuraba, Shuichi Yanagisawa

Analysis of the nitrate responses mechanism in Marchantia polymorpha
Naohiko Ohama, Kimitsune Ishizaki, Makoto Hayashi, Shuichi Yanagisawa

04 XF AT OEERREBECHEICE DL S QTLs DRFK
FIE BxR. BH HL. f1E FAM. #WE, MR EE, FEO BE, &H KE. 5D L. BE ’RC. E B—.
5t15 E

nHAREIEFER 2024 FERE 2024F3 A 24-27TH HER
Phosphorylation-mediated cofactor specificity switch in glutamate dehydrogenase from Schizosaccharomyces pombe
Yifan Wang, Takeo Tomita, Ayako Yoshida, Saori Kosono, Makoto Nishiyama

Crystal structure of the LysJ-LysW complex from Thermus thermophilus
Wenyuan Shi, Ayako Yoshida, Saori Kosono, Makoto Nishiyama

EREEMHEZAVZAKPFEREZHERET S L-UILY 2 VEEBEZORR
HEAE HEER, FEAR aEcHsY, BALUE

Corynebacterium glutamicum @ CS &£&1b & JIL AR = UBREFE & DHSRERIREE
KEW aBEHY, BLE

KIEEIZ$H+ 3 Azotobacter vinelandii Bk = O+ —E D EthE
FEER, SEKE, BREN, RAET, FEEAM dEIHY, ALE

TLAIA O VESRKIZBIT AT LA = FIBRREILE
FEBEE, SR SEEF aESsY, BLULE

T#RE Streptomyces lydicus ATCC25470 IZHITB TS/ EX v U TR VNV BEZN L TEESNIFR-_RRBEHD
EERICEYT AR
MEX, BIRtE, SEETF dESHY, BLE

Studies on terpene synthases from cyanobacteria
Jiayi Yu, Taro Shiraishi, Ayako Yoshida, Tomohisa Kuzuyama

Cryo-EM #: & THOLMICH S BRI 2 U\ BIZ &k 5 CoA BB R DRE#E
HHEEF, EHEMTF, T, BALUE.

TIRE FREFICHS AR ERET 50O R BIH EEX OfRH
BE BR. kO T, &K . @B 5. [HE #E. R 58



ELUAREOHREZELSEIREMEOHENLTIG L ZTORE
BRZF. AN/ TR kO TR BEEFBHR, Eovar FLr4. BR BB

T3 R 2 F pCARL HRD AR /39 B Pnd @ DNA #EE KK D fEHA
IR %k, kO T8, & B, YANG Miaoyan, #iK #f&., BH 8, BFR F13

F/ RREAFM (2L 5/\0 T 7HIRRE DO AT HRIE
HISE &, &Rk i, TR g, =iF £H, kO T, @0 F8, &6 BT, R F8

Comamonas thiooxydans R2 #2815 7 = / — L5 & #RErSE
#$iAK . LR I&KER, kO FE. —ZX Bz, HR R

Intermediates accumulation on pyrene degradation within pyrene-degrading bacterial consortia
Yuanhao ZHU, Felipe VEJARANO, Chiho SUZUKI-MINAKUCHI, Kazunori OKADA, Onruthai PINYAKONG, Hideaki
NOJIRI

WUMNERELBEES L U—HBRRMCE > TEONE-ESBEERILEMDBRRADEN
NS/ 7R, KA F5, @HE T8, PINYAKONG Onruthai, 8/ 58

Metagenomic insights for naphthalene-degrading bacteria obtained by droplet-based microfluidics
Chongyang YANG, Satoko MATSUKURA, Chiho SUZUKI-MINAKUCHI, Kazunori OKADA, Naohiro NODA, Hideaki
NOJIRI

FILFEEIA A9 TIILT LS TNARICEDBFT ITELUNBEROIG L@
BIEIF, 15 ER, RF=, KOTHE, MBS, £43F, HFRFEM

Pseudomonas BHIEHEDND 75X 3 KOERIZHEL DNA FEEORTE
ME¥AF, ERER. KOTFHE. 2RNF. HRFME. HKRCA. HIABRD

Synechocystis sp. PCC 6803 DX & RIZE1 5 1 7 L HIE A D R
EARE, #RBE BHHBEAY HPE B F

OERFEHRSE

mASM microbe2023, June 15-19, 2023 (Houston, USA)

Metabolite cross-feeding contributes to stabilizing multispecies coexistence in a substrate-limiting synthetic bacterial
community

K. Suzuki, Y. Uehara, F. Kurisu, H. Futamata, H. Nojiri

Fluctuation of Microbial Interspecies Interactions Enables Bacterial Coexistences with Dynamic Equilibriums
M. Honjo, K. Suzuki, F. A. A. Aziz, Y. Saito, K. Takeda, A. R. J. b. Mold Din, H. Ishizawa, M. Kimura, Y. Tashiro, H.
Futamata

Impact of Plasmid Carriage on the Metabolism of Pseudomonas
M. Hidaka, C. Suzuki-Minakuchi, K. Suzuki, K. Okada, N. Okahashi, H. Nojiri

mlPGSA2023, July 4-8, 2023 (Hico, Gyeongju, Korea)
Antagonistic Regulatory Network of Phytoalexin Biosynthesis in Rice JA Signal Pathway
Youming Liu, Naoki Yamamoto, Koji Miyamoto, Mengchun Lin, Hideaki Nojiri, Kazunori Okada

Two catechins in green tea are useful materials for understanding stomatal movement mechanisms
Kanane Sato, Shunnya Saito, Kosuke Endo, Masaru Kono, Taishin Kakei, Haruka Taketa, Megumi Kato, Shin Hamamoto,
Matteo Grenzi, Alex Costa, Shintaro Munemasa, Yoshiyuki Murata, Yasuhiro Ishimaru, Nobuyuki Uozumi

mThailand-Japan Collaboration Symposium: Microbial Biotechnology: Role in Environmental Sustainability, July 27, 2023
(Bangkok, Thailand)

Key enzyme in aerobic degradation of xenobiotic aromatic compounds

Hideaki Nojiri

Xenogeneic silencing: its potential to control the function of mobile genetic elements

Chiho Suzuki-Minakuchi

The phenotypic heterogeneity of Comamonas thiooxydans R2 contributes to the functional stability under phenol-
degrading conditions
Kenshi Suzuki



Microcrystal fluorescence quantification to detect PAH-degrading bacteria from the environment while avoiding enrichment
culture bias
Felipe Vejarano

Searching for bacteria which modulate Mycolicibacterium sp. PO1’s pyrene degradative ability using fluorescence-
activated cell sorting
Satoko Suzuki

mTERPNET 2023, July 31 - August 4, 2023 (UC Davis, USA)

Deciphering regulatory mechanisms associated with conserved gene clusters for diterpenoid phytoalexin biosynthesis in
gramineous plants

Youming Liu, Shiho Tomiyama, Naoki Yamamoto, Masaki Mori, Koji Miyamoto, Hideaki Nojiri, Kazunori Okada

Fate of diterpenoid phytoalexins: from induced biosynthesis to degradation.
Youming Liu, Naoki Yamamoto, Masaki Mori, Koji Miyamoto, David Wari, Tomonori Shinya, lvan Galis, Gen-ichiro
Arimura, Takuya Sakamoto, Hideaki Nojiri, Kazunori Okada

m3" Japan-Switzerland-Germany Workshop on Biocatalysis and Bioprocess Development, September 10-13, 2023 (Aichi,
Japan)

Substrate specificity of lysine biosynthetic enzymes in Thermus thermophilus

Wenyuan Shi, Ayako Yoshida, Saori Kosono, Makoto Nishiyama

Characterization of citrate synthase condensates found in Corynebacterium glutamicum, a L-glutamate producer
Makoto Nagaoka, Saori Kosono, Makoto Nishiyama

L-Glutamate production from aerial nitrogen using nitrogen-fixing bacterium Klebsiella oxytoca
Daisuke Yoshidome, Makoto Hidaka, Toka Miyanaga, Yusuke Ito, Saori Kosono, Makoto Nishiyama

m15th European Nitrogen Fixation Conference, August 31- September 3, 2023 (Naples, Italy)

Improvement of the nitrogenase activity in E. coli that expresses the nitrogen fixation-related genes from Azotobacter
vinelandii

Yusuke Ito, Daisuke Yoshidome, Makoto Hidaka, Kotaro Ito, Saori Kosono, Makoto Nishiyama

B F T UV A REHFEEES, September 18, 2023 (Chiang Mai, Thailand)
Isolation and Characterization of Biodegradative Bacteria
Hideaki Nojiri

minternational Workshop on “Neotechnologies for ThermusQ initiative” October 27-28, 2023 (Shizuoka, Japan)
Regulation of CoA transferase from Thermus thermophilus by a catalytically inactive alanine dehydrogenase-like protein
Ayako Yoshida, Hiroyuki Yamamoto, Tomoko Miyata, Keiichi Namba, Takeo Tomita, Saori Kosono, Makoto Nishiyama.

L-Glutamate production from aerial nitrogen using nitrogen-fixing bacterium Klebsiella oxytoca
Daisuke Yoshidome, Makoto Hidata, Toka Miyanaga, Yusuke Ito, Saori Kosono, Makoto Nishiyama.

Structure of the ODH subunit protein OdhA from Corynebacterium glutamicum
Taisei Uehara, Yoshitaka Bessho, Masaki Ohno, Tomoko Miyata, Keiichi Namba, Saori Kosono, Makoto Nishiyama.

Substrate specificity of lysine biosynthetic enzymes in Thermus thermophilus
Wenyuan Shi, Ayako Yoshida, Saori Kosono, Makoto Nishiyama.

mJapan-Taiwan Plant Biology 2023, October 13-16, 2023 (Taipei, Taiwan)
Involvement of Chloroplastic Sec14-like Protein in the Regulation of Phosphorus Acquisition and Use
Mailun Yang, Yasuhito Sakuraba, Toshiki Ishikawa, Namie Ohtsuki, Maki Kawai-Yamada, Shuichi Yanagisawa

mUniversity of Minnesota — UTokyo Joint Symposium on Innovative Microbiology and Biotechnology, November 8, 2023
(Tokyo, Japan)

Enzymatic aziridine formation via sulfate elimination

Makoto Nishiyama

Characterization of citrate synthase condensates found in Corynebacterium glutamicum, a L-glutamate producer
Saori Kosono

mEcotoxicoMicYR 2023, November 13, 2023 (Online)

Plasmid-chromosome cross-talks to maximize the plasmid-borne catabolic capacity for degradation of aromatic
hydrocarbons

Chiho Suzuki-Minakuchi

mThe 35th Annual Meeting of the Thai Society for Biotechnology and International Conference, November 26-29, 2023
(Nakhon Ratchasima, Thailand)



Robust Consortium Screening using Fluorescence-Activated Cell Sorting for Enhanced Pyrene Degradation under Climate
Change Scenarios

Kallayanee Naloka, Felipe Vejarano, Satoko Suzuki, Prinpida Sonthipahnd, Nuttapon Pombubpa, Kenshi Suzuki, Chiho
Suzuki-Minakuchi, Masaki Shintani, Hideaki Nojiri, Onruthai Pinyakong

@B DEKE

Tifara Elaine Trisna (Indonesia International Institute of Life-Sciences, Indonesia) 2023 & 1 B-5 A
Meng-Chun Lin (Institute of Plant and Microbial Biology, Academia Sinica, Taiwan, R.0.C.) 2023 £ 4 -6 B
Paul Ramp (Sanofi, Germany) 2023 ££ 6 A 27 H

Lucca Armlich (Karlsruhe Institute of Technology, Germany) 2023 &£ 9 H-2024 £ 3 B

Dr. Kallayanee Naloka (Chulalongkorn University, Thailand) 2024 & 1 §-12 B

OF—ToF v UNREDKSE

HMIFILESEER 2023F7A7H H£4834. 5IXHKE 34
ELESELSEHEFR 20235 8H 18 X754, 5IEZKE 34
HRHMAIETTEEERMBEPZR 2023F 10838 £ 1184, 5IEHE64H
KIRFIKRFINSSEFFR 2023F10A 58 4% 404, 53IRHKE 34

OHERLUVREEDTE

BB KH : RRARZEGRESURIIL RRE—F

£ 5§ : 3rd Japan-Switzerland-Germany Workshop on Biocatalysis and Bioprocess Development, Excellent Poster
Award

RE & 821 AMAEYREE BERRS—FE

LR KAE : International Workshop on "Neotechnologies for ThermusQ initiative" RX 4% —&

HE KH: BARZEFR 2024 FEXE FEVIRE

BHARLCF BARECLFBERIA 2023 FERE BEERE

2| X%, : TERPNET 2023, Poster Award
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L 38
Zhao F, Moriwaki Y, Noguchi T, et al. QM/MM Study of the Catalytic Mechanism and Substrate Specificity of the Aromatic
Substrate C-Methyltransferase Fur6. Biochemistry 2024;63:806-814.

Minami A, Nishi K, Yamada R et al. RNase T2-involved selective autophagy of ribosomes induced by starvation in yeast.
bioRxiv 2023; doi: 10.1101/2023.07.14.548783.

Hibi G, Shiraishi T, Umemura T et al. Discovery of type Il polyketide synthase-like enzymes for the biosynthesis of
cispentacin. Nat Commun 2023;14:8065.

Ikeda T, Ogawa T, Aono T. Dethiobiotin uptake and utilization by bacteria possessing bioYB operon. Res Microbiol
2023;174:104131.

Nagata R, Nishiyama M, Kuzuyama T. Substrate Recognition Mechanism of a Trichostatin A-Forming
Hydroxyamidotransferase. Biochemistry 2023;62:1833-1837.

Ogawa M, Fukuda R, lIwama R, Koyama Y, Horiuchi H. srdA mutations suppress the rseA/cpsA deletion mutant conidiation
defect in Aspergillus nidulans. Sci Rep 2023;13:4285.

Jin J, lwama R, Horiuchi H. The N-terminal disordered region of ChsB regulates its efficient transport to the hyphal apical
surface in Aspergillus nidulans. Curr Genet 2023;69:175-188.

Iwama R, Okahashi N, Suzawa T, Yang C, Matsuda F, Horiuchi H. Comprehensive analysis of the composition of the
major phospholipids during the asexual life cycle of the filamentous fungus Aspergillus nidulans. Biochim Biophys Acta
Mol Cell Biol Lipids 2023;1868:159379.

Jareonsin, S., Mahanil, K., Phinyo, K., Srinuanpan, S., Pekkoh, J., Kameya, M., Arai, H., Ishii, M., Chundet, R.,
Sattayawat, P. & Pumas, C. Unlocking microalgal host—exploring dark-growing microalgae transformation for sustainable
high-value phytochemical production. Frontiers in Bioengineering and Biotechnology 2023;11:1296216.

Liao, Z., Gopalasingam, C. C., Kameya, M., Gerle, C., Shigematsu, H., Ishii, M., Arakawa, T. & Fushinobu, S. Structural
insights into thermophilic chaperonin complexes. Structure 2024;32(6):679-689.

Taishi Yasukawa, Ryo Iwama, Yuriko Yamasaki, Naohisa Masuo, and Yoichi Noda. Yeast Rim11 kinase responds to
glutathione-induced stress by regulating the transcription of phospholipid biosynthetic genes.
Molecular Biology of the Cell 2024;35(1):1-24.

A. M. Arisa, A. M. Yuzir, A. N. Anuar and H. Hara, Identification of facultative anaerobic bacteria for low-cost nutrient
removal in treating domestic wastewater. Chemical Engineering Transactions 2023;106:1201-1206.

N. F. Azman, T. Katahira, Y. Nakanishi, N. Chisyaki, S. Uemura, M. Yamada, K. Takayama, |I. Oshima, T. Yamaguchi, H.
Hara and M. Yamauchi. Sustainable oil palm biomass waste utilization in Southeast Asia: Cascade recycling for mushroom
growing, animal feedstock production, and composting animal excrement as fertilizer. Cleaner and Circular Bioeconomy
2023;6:100058, (total 9 pages).

F. A. Riyadi, N. F. Azman, F. N. Md Akhir, N. A. Othman, and H. Hara. Identification and characterization of lignin
depolymerization enzymes in Bacillus subtilis strain S11Y isolated from a tropical environment in Malaysia. The Journal of
General and Applied Microbiology 2023;69(5):278-286.

N. S. K. Baharin, H. Hara and T. Ida. Potential of Japanese cedar’s Bio-Coke as a sustainable solid fuel to replace coal
coke. Biomass Conversion and Biorefinery, Accepted for publication, 2023;d0i:10.1007/s13399-023-04286-7.

V. C. Koesoemadinata, S. Nakamura, N. S. K. Baharin, W. J. Yahya, M. A. M. Yuzir, K. Iwamoto, K. Suzuki, T. Ida, F. N. Md
Akhir, N. A. Othman, and H. Hara. Potential of microalgae Bio-Coke as a sustainable solid fuel alternative to coal coke.
Journal of Material Cycles and Waste Management, 2023;25(3):1699-1709.

H. Rawindran, R. Syed, A. Alangari, K. S. Khoo, J. W. Lim, N. T. Sahrin, U. Suparmaniam, R. Raksasat, C. S. Liew, W. H.
Leong, W. Kiatkittipong, M. K. Shahid, H. Hara, and M. S. Shaharun. Mechanistic behaviour of Chlorella vulgaris biofilm
formation onto waste organic solid support used to treat palm kernel expeller in the recent Anthropocene. Environmental
Research 2023;222:115352, (total 10 pages).

@ HERF
Fukuda R. Utilization of n-alkane and roles of lipid transfer proteins in Yarrowia lipolytica. World J Microbiol Biotechnol
2023;39:97.

Al =, BER 8z E£REREE,SEZRIREOMETERE 72 U/vrsF 2023;7:76-78
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A B— Z—WHEER Yarrowia lipolytica [CE T2 n-FIL AV ORBEEEMESR VNV BDERE 7 UNTS
2023;7:72-75.

B R ARREOSA THAINITEFTEE4F I vV BEKRERES £HWE  2024;64:97-99.

B[R, HIBEZ. AHELE BRURBMEEORBRETEREERNEE RIREMEICK D CO BRIEHM
(ISBN 978-4-7813-1756-4) 3-15 > — T LI —HiR

BBRE. FRFF SREVFICKIIFRMIURELY - REETRBEOR/E RIREMEICK S CO BRIEHM
(ISBN 978-4-7813-1756-4) 35-46 L —T LS —HHhR

HiHEs, AHER KEHBETAIO03/8— AV MZLD CO2DENE - BIEHE MIFRBEMEIZLS COER
{bHE 47 (ISBN 978-4-7813-1756-4) 53-59 L —I LI —HihR

BAFSE. FIHEZ. BHER BREREL OO INFREKFMERORBEN BREEMEVOLGHZLMR
EREATIE (ISBN 978-4-86043-848-7) 287-298 I X - T4 — - TRAHKR

N. S. A. Sabri, M. I. F. Kamardan, S. X. Wong, N. F. Azman, F. N. Md Akhir, N. A. Othman, N. Awang, Y. Kuroki, H. Hara.
Future aspects of insects’ ingestion in Malaysia and Indonesia for human well-being and religion regulation. Future Foods
2023;8:100267, (Total 16 pages).

N. S. K. Baharin, S. Cherdkeattikul, N. Kanada, H. Hara, S. Mizuno, T. Sawai, M. Fuchihata, and T. Ida. Impact and
effectiveness of Bio-Coke conversion from biomass waste as alternative source of coal coke in Southeast Asia. Journal of
Material Cycles and Waste Management, 2023;25 (1):17-36.

@ E{IERX
niE X
Bit Xt MAREBEEFRAR) 77 FERBROMECBECET S MR (HBEHE BLUER)

& #38h T'Studies on the biosynthesis and herbicidal mechanism of phosphonothrixin produced by Saccharothrix sp. ST-
8881 (HEHA BIWWER)

ME TRAMLRIZRELEZHFRIRY -—LSBEHEHEEE TORAI (BEHE BLUER)

BA #E [RREOHEEA 4 o RUOERERA 4 O ORMEEECET 25K (BEHE AHIER)

nfE L5/

WRE 17/ LAV FIC&k b7 VIEBRFUSTEDSHEET 2FRLEMORER] (BEHE BILER)
KRBT/ LIAZVTICE2MBEBRFRARRRVBORREESHICET SHER] (EEHE BUEX)

[% {85 T%IKE Aspergillus nidulans D 4 > VB &R £ F U A RkEER CsmA OHEEERRIT] (IBEHE EAN #82)
E@ K [ZHMEFHEMEYS L URENGEECTET 2HEICEHT MRl (BEHE BHIER)

AAHE TEBOEEORBAREHREZSEIRMEAVTREBADERERE L-KOBNT] (BEHE FHBE—)

MHERE Saccharomyces eubayanus [CHFEMICHEET SEEFELEI— FTH2EREOHEERANT (BEHE HHEG
-)

# EffiE TRhodococcus BHIEDRE n-FIL A OREERBEDOBET] (GEEHE R EX)

nZ ¥R

IR A& THFHEEKER TAgm6] ~DERWUEICLIEERBOLK] (FBEHE BLUEAR)

BARE TRV —LKEITHRIZCKIHBEOZXRBFHILS LUHRILEYDOER] (EEHE BLUER)
WWH Eth TEE EET 2EMEEMEKK-DOREFREFICEAT AME] (BEHE BLUEAR)
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AW BA% THZHFEER Saccharomyces cerevisiae 128575 RXATA—ILOBREE FOESKICET TR (GEEHE EA B
2)

BH FX THIKE Aspergillus nidulans [2E1Td. TATA o FF—E€ CICLYVEENFIES N D - RABMEDOERIE
MO (EEBHE EANH2)

A+ BE—BR TKFRHMEZAWV-ARYE 3-hydroxybutyrate £, &P AaceK BDMHIRERHTI (GEEHE FAHIE

L
A

IRE IFj& lSaccharomyces pastorianus M X ba Yy K 7 & EREEHOREZ] (GEEHE FHHE—)

OENERHRFE

eF 17TE S URR—F—HARKESR 2023F5827H EBH
REREOHEEBA A VO RUEHEERA 4 > OESEREICET S8R
EA KE, &8 9%, AH EA FH Ez

n¥E 10[E SBI Y URI I L —WAEYFAOKERERFHS 2023F5H31H KR
WIRBEMEE REHR] [CERTESHD
BH IER 88 FE, FH F2

w22 AREKRPEGHES VROV L2023F6A16-17H E=R
Structural insights into Rubisco activation in a chemoautotrophic hydrogen-oxidizing bacterium.
Zengwei Liao, Takatoshi Arakawa, Hiroyuki Arai, Masafumi Kameya, Masaharu Ishii, Shinya Fushinobu.

nE 24 AARARNAFSER 2023F7HA5-7H 8
Regulation mechanism of trans-translation mediated by RNase | and tmRNA
Mg AEEA B EE RESS Nk &2, B0 EA, 58 Fa), /NI Eih

i 23EAAERENFERER 2023FE7A5-78 EAHM
Structural insights into a cbbQO type Rubisco activase, an AAA+ ATPase complex from a hydrogen-oxidizing bacterium.
Zengwei Liao, Takatoshi Arakawa, Hiroyuki Arai, Masafumi Kameya, Masaharu Ishii, Shinya Fushinobu

w2023 FE FHAEARMFEFAEMMARS 2023482627 B #M[
Studies on the biosynthesis of phenazine-1-carboxylic acid derivatives from Streptomyces purpeofuscus and S. prunicolor
Dan Xia, Qi Luo, Taro Shiraishi, Kazuo Shin-ya, Tomohisa Kuzuyama

Studies on Diterpene Synthases from Cyanobacteria
Jiayi Yu, Tomohisa Kuzuyama.

WiBRIBIEAYFE R 2023 £E (F24E) ££.2023458H 28298 dtiEdE
1FEV4E Kk RHE Hydrogenobacter thermophilus [ZH T2 857 = / BBOFRE SRR
BAER, FHEZ, BHER

WEBEREIA—TLESCAMARESR 202348H30H-9A1H #HA
Yarrowia lipolytica @ n-7 LA URBHZE T B HRRIT7FOIILE ) DERBREOREICET 2HE
Wi . R SRR, 5 =, ERN M2z, BA B—

FEXIRZHEREL L=, 5H—E—/LER Saccharomyces pastorianus & % MDH 53 Saccharomyces eubayanus M4
A E DR
THEBA. HMVY IS LE MK, 518 RF. 2 =, 8E B—. AN B2, HFAEB—

nE 7S EIBAREYMIFEERE 20235 9HA3-5H0 ZEFH
ER| T EIRZHEEREZEL LEE—IILEBOEE DB
FHEBG—

1FEVE K R #E Hydrogenobacter thermophilus DE3 % 2 DDA LA =V &HESRHKEQY
BARE, FHEZ, AHIES

EEYMARRERECEDLLIENRDOEFRMBRERE
EHRIC, 8AFE, B, FREE FHEZ, BHIESR

1FEMVE Kk RHIE Hydrogenobacter thermophilus D EREERML IR IS G F RO FEIRFIHAHE D 247
14



EZHRE RBFL, HHEZ, BHIER

nif 37 E(2023 £EE)HAMBEFSR 2023F9A7-8H LS
BRENEET IHRBRNEVEOESREGFORE & T OMERT
HA K&B

ARFaOvHRBHEICEIEHTILAUHBERICHEREMICHEIN S ZIERERE BT 20 REEERNT
F i, Noraiza Suhaim, Nurul Syahirah Shamsol Anuar, E:Z2E/H, BRENY, HAME, BIERE, KEEX, |’ BX

i 65 AIRAEHMILEYEHS 2023F9 A 13-158 HE
BBRT7I/BUARVEAVUVAARBOBERZEALE LEFRIERY Sy F FAARMEDOHERE, Bt XiE, 85 K&,
BHEM, BLE BELEA

A C—C bond formation through the transfer of a Breslow intermediate between two distinct thiamine diphosphate-
dependent enzymes
K 8B, BHR AR, ik EM, /NE HBRE BAUE BLEX

nE3BEAYTIL/ A FHREHIE 2023F9F29H 5R
Studies on Diterpene Synthases from Cyanobacteria
Jiayi Yu, Taro Shiraishi, Tomohisa Kuzuyama

it SEEY IV VA TR Fv o4 T - DURDHL 2023F10H48 HE
BERFEARICHITIHKEHAEOFER
BRFH.

affEEEMES HF1LEMEES 2023%F 11 98 BE
ERHORENLTEEICRELIZMEBDIZ DT
EAERE, e8FE, HHnE, FERE ez, AHIER

AAREYMIFRRAAXE F I8EFERRMAH/S2023F 11 A 10-11 A BRE
7K #BE Hydrogenophilus thermoluteolus TH-1 M$% D PHB &/t & PhaB 7RE 0 5 O EEfRHT
FIMZ—80, &8 8E, FHiAEZ, BHER

172 K RHIE Hydrogenophilus thermoluteolus 123 1+ % Bt EED fEHT
WESLBRFRE, FHEZ, BHER

nE 24 AEERERIVRSDL 2023511 A816-178 K5
5 #i— E— LEER Saccharomyces pastorianus D2 EADEE L FDHE
FFHEG—

nE 22 AAREIFEYFEICT7LUR 2023F 11 A21-22H #8
#1KE Aspergillus nidulans DB A EREFICH (T DIEE B RO ET
Al . EiE HE. mE &, REF LR SEF R, X% KE, BT EE. LA B4E, ER B2

KRB Aspergillus nidulans IZ# 15 PE §BBREGFORKIZLES I LoV FYUTOREEL
BER. M =, EH B—. AN 82

KRB Aspergillus nidulans DERERBICE TS REHEDENT
a5, B BE, k& R PR, BER. XEFRBRE, AP 3. 0E £4£, BN B2

o 36 A AMAEMERFEAS 20234 11 A27-30 8 #ME

Laboratory observation of electrosynthetic growth of a bacterium collected from a deep-sea hydrothermal field
Hinako Masukawa, Runa Kobayashi, Yuki Morono, Motoo Ito, Masafumi Kameya, Ken Takai, Hiroyuki Arai, Masahiro
Yamamoto

nE 24 MFEXEBARRBES 2023F12A1H
ZRtEEE R Yarrowia lipolytica 2815 n-7 L h > OB & Z D FlfE
=H B—

AMEOEFRICE T HEEMREY CMIEMERRICETLERN

A =
nF 6 BBADFAEYFSES 2023F12A6H-8H0 EE
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ANREORFEFRICETLEREREDT 4TI v I LBEK
A 5. BfE M. 0B R4, ER B2

nEARREDERE - FH - BIHEEBRELEVATLAEYERFE E3EAEIURIIL 2024 2H16-17H ®
R

EESHRE—2EERERRICOER - T4 - BIE

BLEA

RHAEEZLZER 2024 FEEKRE 2024FE3A24-27TH ®HE
HEMZZAV-ERRETILRVBIEEERD RICHEIEBHRT
B e, kX, BTG A, BILUEA

A bET7) DDEEHEHR
A%y BEE, ik Eth, BA AR, /M ERL, AL E— HR -5, BILEA

Studies on terpene synthases from cyanobacteria
Jiayi Yu, Taro Shiraishi, Ayako Yoshida, Tomohisa Kuzuyama

Studies on the biosynthesis of phenazine derivatives from Streptomyces purpeofuscus and S. prunicolor
Dan Xia, Qi Luo, Taro Shiraishi, Kazuo Shin-ya, Tomohisa Kuzuyama

HKE Aspergillus nidulans IZE 1% PE &R B O S EIBEEED FET
BER. BlE. GHR—. ERBZ

Role of Marl, an HMG-box protein, in the adsorption to n-alkane and cell morphology in the dimorphic yeast Yarrowia
lipolytica

Simiao LIANG, Chiaki Ishimaru, Katsuro Matsuse, Ryo lwama, Kenta Sato, Natsuhito Watanabe, Satoshi Tezaki, Hiroyuki
Horiuchi, Ryouichi Fukuda

RRBEDRFHSF ERHET T SIBERD DERR
A 5. BfE MmE. 0B 245, BERBZ

S #—E— /LB Saccharomyces pastorianus QO EEIMRIEEREICH (T 55/ AFREEOEN
AHEAN BELE. SEBRF. B X, B R—. BN #Hz. FHB—

Saccharomyces pastorianus D ETI/L#ZERAWVZ I oY R 7 LERBESOEE
127 8. S5 AT, Sl %, EH BR—. EN B2, e 55, BAB—

ERMENDEKRIEREZRD

=L

RIEEX. AAA+ ATPase B EKIZ K HILFERIRIIREMMED Rubisco BiEHILDIBEEE
BB, INSOUALTFYA, 7—L V)R T, ERFH, B8[E, HidEz

BEEOWEEA A > BB T2 S5 U RR—4 —NarKl & NarK2 O#EEfRT
FANE, EBA/FE, AHEAR, FiAfEz

13 CO B MEMAEY DIFR—IFHME K FZHE Hydrogenobacter thermophilus @ CO fittE# & C&E LD AZER
FEET BENRHKE 85, EEBMAE, BHE, BILE YL, HiHHRE

R EERBROEAIZKL S, KEME Hydrogenophilus thermoluteolus TH-1 % FA L f= 3-hydroxybutyrate @ 4 &
AHE—H, 88FE, BHIER, FHFEZ

OEHRFEERKF

mThe 5th Global Innovation Workshop, June 27, 2023 (Tokyo, Japan)
Biosynthesis of the non-proteinogenic amino acid cispentacin in actinomycetes
Bt XH

Study on the membrane transport system of nitrate and nitrite in Pseudomonas aeruginosa.
Hiroaki Okamoto, Masafumi Kameya, Masaharu Ishii, Hiroyuki Arai

m31st International Conference on Yeast Genetics and Molecular Biology, August 20-25, 2023 (Florence, Italy)
Revealing the genome instability of Saccharomyces pastorianus by transfer of Saccharomyces eubayanus chromosome
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into Saccharomyces cerevisiae
Terumi Nakanishi, Atsushi Yamashita, Tomoko Takahashi, Ryo lwama, Ryouichi Fukuda, Hiroyuki Horiuchi, Takashi
Kamakura, Yoichi Noda

mEMBL Conference Protein synthesis and translational control, September 6-10, 2023 (Heidelberg, Germany)
Relationship between domain and function of the yeast RNase T2, Rnylp, which mediates rRNA degradation upon
starvation

Atsushi Minami, Kohei Nishi, Rikusui Yamada, Gai Jinnai, Hikari Shima, Sakiko Ohishi, Hirofumi Akagawa, Toshihiro
Aono, Tomohisa Kuzuyama, Yoichi Noda, Tetsuhiro Ogawa

m International Specialized Symposium on Yeasts 2023, November ,27 -December 1, 2023 (Adelaide, Australia)
Exploring the properties of the lager yeast Saccharomyces pastorianus and its ancestral species Saccharomyces
eubayanus by investigating differences in drug sensitivity

Yuto Ishii, Yui Khaisongkram-Sudare, Tomoko Takahashi, Ryo Iwama, Ryouichi Fukuda, Hiroyuki Horiuchi, Yoichi Noda

mThe 1st Taiwan-Japan Bilateral Symposium on Natural Products Biosynthesis, December 25,2023 (Taipei, Taiwan)
Biosynthetic Study on the Nucleoside Antibiotic Amipurimycin

Taro Shiraishi, Genki Hibi, Tatsuki Umemura, Hideo Ikeuchi, Makoto Nishiyama, Tomohisa Kuzuyama

Yuto Ishii, Yui Khaisongkram-Sudare, Tomoko Takahashi, Ryo lwama, Ryouichi Fukuda, Hiroyuki Horiuchi, Yoichi Noda

@:ENH L DKEHE

Prof. Yi Tang (University of California, Los Angels, USA) 2023118

Prof. Claudia Schmidt-Dannert (University of Minnesota, Los Angels, USA) 20234118
Prof. Christine Salomon (University of Minnesota, Los Angels, USA) 20234118

Prof. Michael Freeman (University of Minnesota, Los Angels, USA) 20234 11H

Prof. Eung-Soo Kim (Inha University, Korea) 20234118

Prof. Michael Travisano (University of Minnesota, USA) 2023 £ 11 A

Prof. Greg Challis (University of Warwick, UK) 202443 A

Nathan Barrabes (Université Paris-Saclay, France) 2024438

OHBELLUFENDZE

K $24EBARNAZSES L RENE

BA KB : 2023 ERAAKRBEFREHE

Bt =B8R : E3BEA Y TL/ A FHIELHE EFHE

Bt T#  RRREZXEZRERZEGRZMER HEHERE
EARE  KEKE B2 2HRE

BR#BZ 2024 EFERREELZSUEE
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