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MaxQuant workshop
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MaxQuant is a quantltatlve proteomics software package designed for analyzing

large mass-spectrometric data sets. This workshop is a training course (in English)

on the use of MaxQuant by the development team.

BfER: 202310 A5H (K) ~6 H (¥£) 10:00~18:00/
Date: 5 (Thu.) - 6 (Fri.) Oct. 2023 10:00~18:00
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Venue: Miraikan 7F Conference Room Uranus

SINE: BRl casuesk@ORRR. F—AL 74— ORECIABHABELLYET, [

Registration fee: Free %an admission fee is required to view the permanent exhibition and the Dome Theater at Miraikan.
EE / Capacity: 30

:ZEM / Lecturers HIAAITZ B S

* Jurgen Cox

A / Contents

* MaxQuant DDA

* DDA labeled quantification
DDA label free quantification

* Pelagia Kyriakidou
* Juan Luis Restrepo-Lopez
* Christoph Wichmann

* MaxDIA
* MaxDIA quantification

* MaxQuant Viewer
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