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The attached graphs show the path length distribution IT(/)
(see Fig. 3a in the manuscript) and the connectivity
distribution P(k) (see Fig. 2 in the manuscript) for each of
the 43 investigated organisms.
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Methanobacterium thermoautotrophicum
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Methanococcus jannaschii
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PYTOCOCCUS furiosus
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Pyrococcus horikoshii
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Aquifex aeolicus
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Chlamydia pneumoniae
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Synechocystis sp.
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Chlamydia trachomatis
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Mycobacterium leprae
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Neisseria gonorrhoeae
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Mycobacterium bovis
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Bacillus subtilis
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Mycoplasma genitalium
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Mycoplasma pneumoniae
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StI'CptOCOCCLlS pneumoniac
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Neisseria gonorrhoeae
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Neisseria memngltldls
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Rickettsia prowazekii
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Campylobacter jejuni
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Helicobacter pylori
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Escherichia coli
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Salmonella typhi
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Yersinia pestis
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Actinobacillus actinomycetemcomitans

6e+04 — T le+00 —rrrrm——rrrm——

A IN —— 1

ouT —4&— |

S5e+04 [~ - le-01 =

4e+04 - - le-02 £ =

3e+04 41 & 1e03F E

= [ ]

2e+04 [~ b le-04 E

le+04 [~ b le-05 E

06400 Lo L le06 bl il
0 2 4 6 10 12 14 16 1 1000

8
1

10 100
k

()

()

(1)

1e+05 —— T 1e+00 p———rrr———rrr——rm

HI X IN —— A

9e+04 T ouT —&— |

8e+04 - le-01 3

Te+04 b le-02 = i

6e+04 * [ 1

S5e+04 - g le-03 -

5 [ ]

4e+04 - L ]

3e+04 - le-04 3

2e+04 T 1605 - i

le+04 1 [ ]

0e+00 L1 L lo06 Ll il
0 2 4 6 ? 10 12 14 16 1 10 100 1000

Pseudomonas acruginosa
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Borrelia burgdorferi
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Thermotoga maritima
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Deinococcus radiodurans
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Emericella nidulans
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Saccharomyces cerevisiae
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Caenorhabditis elegans
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Oryza sativa

T

T T

L |

o -

N .

o

8
1

10 12 14 16

P(k)

1e+00
A

le-01

le-02 £

le-03

le-04

le-05

T

PR

T

IN —— 1
ouT —&—

PR

T

M

le-06
1

10

Arabidopsis thaliana
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