
Supplementary Figure 1: Squamate molecular phylogeny.  Values above branches: Bayesian

posterior probabilities Values below branches: Maximum Likelihood bootstrap values.



Supplementary Figure 2: Bayesian analysis of representative Cystatin-related sequences. In order

to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



Supplementary Figure 3: Bayesian analysis of representative Crotamine-related sequences. In

order to minimize confusion, all sequences are referred to by their SWISS-PROT accession

numbers (http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this

study.  UPP and LOW respectively refer to transcripts from the maxillary and mandibular glands of

Pogona barbata.



Supplementary Figure 4: Bayesian analysis of representative CRISP-related sequences. In order

to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



Supplementary Figure 5: Bayesian analysis of representative Cobra Venom Factor-related

sequences. In order to minimize confusion, all sequences are referred to by their SWISS-PROT

accession numbers (http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts

obtained in this study.



Supplementary Figure 6: Bayesian analysis of representative Kallkrein-related sequences. In order

to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



Supplementary Figure 7: Bayesian analysis of representative AVIT-related sequences. In order to

minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



Supplementary Figure 8: Bayesian analysis of representative NGF-related sequences. In order to

minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



Supplementary Figure 9: Bayesian analysis of representative Vespryn-related sequences. In order

to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



A)

B) 1. GNP-1      ------EKRLQPEGSC++QKMD++

B) 1. GNP-1      ------EKRLQPEGSCFGQKMDRIGHVSGMGCNKFDPNKGSSSTGKK
2. TNP-c      -------SDSKIGNGCFGFPLDRIGSVSGLGCNRIMQNPPKKFSGE-
3. DNP        ---------EVKYDPCFGHKIDRINHVSNLGCPSLRDPRPNAPSTSA
4. Lebetin    -GDNKPPKKGPP-NGCFGHKIDRIGSHSGLGCNKVDDNKG-------
5. BNP Rat    IQERLRNSKMAHSSSCFGQKIDRIGAVSRLGCDGLRLF---------

Supplementary Figure 10: A) Bayesian analysis of representative full-length natriuretic toxins and
related sequences. In order to minimize confusion, all sequences are referred to by their SWISS-
PROT accession numbers (http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates
transcripts obtained in this study.  B) ) Sequence comparison of GNP-1 (DQ139927) from V. varius
(Lace Monitor), 2) TNP-c (P83230) from Oxyuranus microlepidotus (Inland taipan), 3) DNP
(P28374) from Dendroaspis angusticeps (Eastern Green Mamba), 4) Lebetin (Q7LZ09) from
Macrovipera lebetina (Elephant snake) and 5) BNP from the rat (P13205) brain and atria. +
designates conserved functional residues.



Supplementary Figure 11: Liquid Chromatography/Mass Spectrometry analysis of crude

mandibular secretions from Varanus varius (Lace Monitor).  Reconstructed masses in Daltons are

shown above each peak.
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D
-
-
S
Y
I
K
T
N
C
G
A
S
C
F
C
Q
D
K
I
I

2
 
 
 
G
V
G
A
N
P
P
G
S
V
T
G
H
Y
T
Q
I
V
W
Y
Q
T
Y
R
A
G
C
A
V
S
Y
C
P
-
S
S
A
W
S
Y
F
Y
V
C
Q
Y
C
P
S
G
N
F
Q
G
K
T
A
T
P
Y
K
L
G
P
P
C
G
D
C
P
S
A
C
D
N
G
L
C
T
N
P
C
T
I
Y
N
K
L
T
N
C
D
S
L
L
K
Q
S
S
C
Q
D
-
-
D
W
I
K
S
N
C
P
A
S
C
F
C
R
N
K
I
I

3
*
 
 
G
V
G
A
N
P
P
G
S
V
I
G
H
Y
T
Q
I
V
W
Y
K
S
Y
R
V
G
C
A
A
S
Y
C
P
-
S
S
S
Y
N
Y
F
Y
V
C
Q
Y
C
P
A
G
N
F
A
G
L
T
A
T
P
Y
K
S
G
P
T
C
G
D
C
P
S
A
C
D
N
G
L
C
T
N
P
C
S
R
E
D
V
F
M
N
C
K
S
L
V
A
Q
S
N
C
Q
D
-
-
D
Y
I
R
K
N
C
P
A
T
C
F
C
P
N
K
-
-

4
*
 
 
G
V
G
A
N
P
P
G
S
V
T
G
H
F
S
Q
M
V
W
Y
K
S
Y
R
I
G
C
A
A
A
Y
C
P
-
S
S
G
Y
S
Y
F
Y
V
C
Q
Y
C
P
I
G
N
I
E
G
S
T
A
T
P
Y
K
S
G
P
T
C
G
D
C
P
S
A
C
D
N
G
L
C
T
N
P
C
L
R
E
D
K
F
T
N
C
K
S
L
V
Q
Q
N
S
C
Q
H
-
-
D
W
T
R
K
N
C
P
A
T
C
F
C
H
N
-
-
-

5
 
 
 
G
I
G
A
K
P
P
G
S
V
I
G
H
Y
T
Q
V
V
W
Y
K
S
Y
L
I
G
C
A
S
A
K
C
S
-
S
S
-
-
K
Y
L
Y
V
C
Q
Y
C
P
A
G
N
I
R
G
S
I
A
T
P
Y
K
S
G
P
P
C
A
D
C
P
S
A
C
V
N
K
L
C
T
N
P
C
K
R
N
N
D
F
S
N
C
K
S
L
A
K
K
S
K
C
Q
T
-
-
E
W
I
K
K
K
C
P
A
S
C
F
C
H
N
K
I
I

6
*
 
 
G
I
G
A
K
P
P
S
S
V
I
G
H
Y
T
Q
V
V
W
Y
K
S
H
L
L
G
C
A
S
A
K
C
S
-
S
T
-
-
K
Y
L
Y
V
C
Q
Y
C
P
A
G
N
I
I
G
S
I
A
T
P
Y
K
S
G
P
P
C
G
D
C
P
S
A
C
D
N
G
L
C
T
N
P
C
K
H
N
N
D
F
S
N
C
K
A
L
A
K
K
S
K
C
Q
T
-
-
E
W
I
K
S
K
C
P
A
T
C
F
C
R
T
E
I
I

7
*
 
 
G
F
G
P
T
I
P
G
V
M
V
G
H
Y
T
Q
V
V
W
Y
K
S
Y
K
V
G
C
A
I
N
L
C
P
A
Q
S
L
-
K
Y
F
Q
V
C
Q
Y
C
P
G
G
N
V
A
G
R
K
Y
E
P
Y
T
I
G
E
P
C
A
A
C
P
K
D
C
D
N
G
L
C
T
N
P
C
A
Y
N
D
D
Y
T
S
C
P
D
L
T
K
Q
V
G
C
N
H
P
V
-
-
-
T
A
N
C
K
A
S
C
Q
C
T
T
E
I
Q

8
 
 
 
N
Y
G
P
T
A
Q
N
V
M
I
G
H
Y
T
Q
V
V
W
Y
R
S
Y
E
L
G
C
A
I
A
Y
C
P
D
Q
P
T
Y
K
Y
Y
Q
V
C
Q
Y
C
P
G
G
N
I
R
S
R
K
Y
T
P
Y
S
I
G
P
P
C
G
D
C
P
D
A
C
D
N
G
L
C
T
N
P
C
K
Q
N
D
V
Y
N
N
C
P
D
L
K
K
Q
V
G
C
G
H
-
-
P
-
I
M
K
D
C
M
A
T
C
K
C
L
T
E
I
K

Supplem
entary F

igure 13:  Sequence com
parison of C

R
ISP

 toxins:  1) D
Q

139892 E
nhydris polylepis (M

acleay’s w
ater snake), 2) Q

7T
1K

6 N
aja

atra (T
aiw

anese cobra), 3) D
Q

139890 D
ispholidus typus (B

oom
slang), 4) D

Q
139901 T

rim
orphodon biscutatus (L

yre snake), 5) Q
8A

V
A

4 P
seudechis

australis (M
ulga snake) , 6) D

Q
139896 O

xyuranus m
icrolepidotus (Inland taipan), 7) D

Q
139904 V

aranus varius (L
ace m

onitor) and 8) Q
91055

H
eloderm

a horridum
 (B

eaded lizard).


