00— Helodermatidae

100/ 100 Anguidae Anguimorpha
100
56 L——— Varanidae
57 . :
100 I guanidae (Leiocephalus) .
100 Iguania
100 L Tguanidae (Cyclura)
99
100 Boidae
Serpentes
100 - Pythonidae
100 Amphisbaenidae
100| 100 Trogonophidae
99 | 100 o Amphisbaenia
L Bipedidae
85
Ll Rhineuridae
100 %
95 Lacertidae
Teiidae
39 Xantusiidae
36 Seincidae Scincoidea
Cordylidae

Supplementary Figure 1: Squamate molecular phylogeny. Values above branches: Bayesian

posterior probabilities Values below branches: Maximum Likelihood bootstrap values.



- (J985R4 Acipenser sinensis
100 P01038 Gallus gallus
P81081 Coturnix coturnix japonica
076096 Homo sapiens
Q7248 Homo sapiens
100 QBFH95 Homo sapiens
Q54A26 Bos taurus
PO1035 Bos taurus

100; P14841 Rattus norvegicus
(J5MS68 Rattus norvegicus
P21460 Mus musculus
C1544%0 Mus musculus
QEEPXS Mus musculus
219083 Saimiri sciureus

ggl[ 019092 Macaca mulatta

1ol PO1034 Homo sapiens

100" QBFGWI Homo sapiens
— QSDPWS Bos taurus

Q6IBD2 Homo sapiens
15828 Homo sapiens

64 || Q540MN7 Homo sapiens

60 ~ P81714 Naja atra | SERPENTES

64 DQ139910 Pogona barbata* IGUANIA
94|E P0O8935 Bitis arietans
58

Q6T6T4 Bitis gabonica | SERPENTES
Q985R3 Acipenser schrenckii
55|

|

100

Cystatin
Toxins

100[ Q98967 Oncorhynchus keta
Q91195 Oncorhynchus mykiss

55 _{_— Q7M429 Tachypleus tridentatus

_ 75 P35481 Cyprinus carpio
0.1 Changes

Supplementary Figure 2: Bayesian analysis of representative Cystatin-related sequences. In order
to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.




Q7THNVES Mus musculus
I PB1534 Homo sapiens
b Q7PCK4 Papio anubis
I Q95JD2 Pan troglodytes
Q6SCB8 Sus scrofa
P83943 Chinchilla lanigera
—— (QBR216 Mus musculus
&7 —— DQ139907 Pogona barbata® |"3'-”“‘|"‘“A
QBHAAZ Crotalus durissus terrificus
-~ P01476 Crotalus viridis viridis
073799 Crotalus durissus terrificus
057540 Crotalus durissus terrificus
P24331 Crotalus durissus terrificus
P24333 Crotalus durissus terrificus
P12029 Crotalus viridis concolor
94 P01477 Crotalus viridis helleri SERPENTES
p1 P24330 Crotalus adamanteus
97 | P19861 Crotalus viridis viridis
gal P12028 Crotalus viridis concolor
P01475 Crotalus durissus terrificus
[ Q9PWF3 Crotalus durissus terrificus

100

79

Crotamine
Toxins

57
{ DQ139908 Pogona barbata®
| 100 DQ139906 Pogona barbata® IGUANIA
67 _l__ DQ139205 Pogona barbata®

100 L DQ139909 Pogona barbata*

0.1 Changes

Supplementary Figure 3: Bayesian analysis of representative Crotamine-related sequences. In
order to minimize confusion, all sequences are referred to by their SWISS-PROT accession

numbers (http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this

study. UPP and LOW respectively refer to transcripts from the maxillary and mandibular glands of

Pogona barbata.



Q91XA3 Mus musculus
Q03401 Mus musculus
Q03402 Mus musculus
P12020

P54108 Ratius norvegicus
019010 Equus caballus

QE0477 Cavia porcellus
077720 Equus caballus
P16562 Homo sapiens

P16563 Mus musculus

55 100 = QSR1L4 Rattus norvegicus

Q90259 Mus musculus
Q8MHX2 Equus caballus
100 P54107 Homo sapiens
100 99 Q9XS03 Macaca mulatta

100,—190.  QB6P303 Xenopus tropicalis

QBGN54 Xenopus lasvis
QB80XES5 Xenopus lasvis
Q09566 Caenorhabditis elgans
100 === (QBTCES8 Homo sapiens
b Q9JJ56 Mus musculus

—100? Q7SY04 Brachydanio rerio
Q8D2R3 Mus musculus

100 Q96L06 Homo sapiens
QICWG1 Mus musculus
P35778 Solenopsis invicta
51 QONHEE Ctenocephalides felis

Q7YT83 Conus textile
P35792 Hordeum vulgare
QBLMWSE Oryza sativa
Q91055 Heloderma horridum
a7 100[ 7100, BO139905 Varanus  varies | HELODERMATIDAE
DQ139904 Varanus varius*
DQ139884 Varanus acanthurus®
DQ139885 Varanus acanthurus*
DQ139887 Varanus acanthurus® VARANIDAE
DQ139883 Varanus acanthurus*
99 PDQ139888 Varanus acanthurus®
DQ139886 Varanus acanthurus*
DQ139882 Varanus acanthurus*
DG139902 Varanus varius*
L DQ139881 Varanus acanthurus*
100p Q8JI38 Laticauda semifasciata
58 Q7ZZN8 Naja atra
DQ139896 Oxyuranus microlepidotus®
96 Q8UW11 Lapemis curtus
100 QBUW25 Lapemis curtus
100] QBAVA4 Pseudechis australis
100* QBAVA3 Pseudechis porphyriacus .
e DQ139894 Leioheterodon madagascarensis®
| Q7ZT98 Ophiophagus hannah
a5 ! Q7T1KEé Naja atra
E[ D(139893 Enhydris polylepis®
DQ139892 Enhydris polylepis®
DQ139899 Rhabdophis tigrinus®
n Qﬁﬁlg;l‘ggagl%ahl_qn::plr::s tlgrin_l.lls
iophis poecilogyrus *
DQ139888 Philodryas. olfersi: SERPENTES
—gst DQ139897 Philodryas olfersii*
96 Q84140 Gloydius blomhoffi o
100 Q7ZTAO0 Agkistrodon piscivorus piscivorus
Q7ZT99 Crotalus atrox
P P60623 Viridovipera stejnegeri
Q7ZZN9 Protobothrops jerdoni
Q8J139 Protobothrops flavoviridis
P79845 Protobothrops mucrosquamatus
DQ139901 Trimorphodon biscutatus®
DQ139900 Telescopus dhara®
DQ139891 Dispholidus typus*
945 DQ139890 Dispholidus typus'
100* DQ139889 Dispholidus typus*

82

CRISP
Toxins

0.1 Changes

Supplementary Figure 4: Bayesian analysis of representative CRISP-related sequences. In order

to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.



—  Q9YIAS Cyprinus carpio

CY98TSE Anarhichas minor
WI: QSPTY1 Paralichthys olivaceus
100 QI0WTS Crocodylus niloticus

Q90633 Gallus gallus
DQ139879 Varanus mitchelli* IU#HANIDAE

100| o8 Q91132 Naja kaouthia
100 EEumaaa Naja naja SERPENTES
gg—~ DQ139880 Leioheterodon madagascarensis®
Q80484 Notophthalmus viridescens
91588 Xenopus lagvis
P01024 Homo sapiens
P12387 Cavia porcellus
P01026 Rattus norvegicus
QB0XP1 Mus musculus
P01027 Mus musculus
097941 Bos taurus
79 QOGKP1 Sus scrofa
1opt ©97940 Sus scrofa
CEYIAS Cyprinus carpio
QEUADE Cyprinus carpio
100| 190 QgyiA7 Cyprinus carpio
100 Q9Y A9 Cyprinus carpio
100t Q9YIBO Cyprinus carpio

CVF
Toxins

100

0.1 Changes

Supplementary Figure 5: Bayesian analysis of representative Cobra Venom Factor-related
sequences. In order to minimize confusion, all sequences are referred to by their SWISS-PROT

accession numbers (http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts

obtained in this study.



Q7S5ZC3 Gallus gallus
— QUROW3 Rattus norvegicus
PQ3952
P35030 Homo sapiens
?: Q90627 Gallus gallus
9P0G3 Homo sapiens
Wl: {%SCGRS Mus musculus . :
P43685 Heloderma horridum HELODERMATIDAE
QSMCS0 Lapemis curtus
DQ139922 Philodryas olfersii*
DQ139819 Philodryas olfersii*
DQ139820 Philodryas olfersii*
DQ139923 Philodryas olfersii* SERPENTES
g7! DQ139921 Philodryas olfersii*
CR_BJHES Macrovipera lebetina
81661 Bothrops jararaca
DQ139913 Varanus acanthurus®
DQ139924 Varanus panoptes rubidus*

DQ139915 Varanus mitchelli*
DQ139926 Varanus wvarius*

DQ184481 WVaranus panoptes rubidus*
DQ139925 Varanus panoptes rubidus*
DQ139911 Varanus acanthurus* VARAMNIDAE
DQ139914 Varanus acanthurus*
DQ139912 Varanus acanthurus*
DQ139917 Varanus mitchellj”
DQ139918 WVaranus mitchelli*
DQ139916 Varanus mitchelli*

6
100 P36376 Rattus norvegicus
&7 —|__|: POO752 Sus scrofa |
98 Q07276 Macaca fascicularis

e %}:{SNG Sus scrofa
100 90140 Mus musculus
20 QOUBXY Homo sapiens

043240 Homo sapiens

100

100

100

10

Kallikrein
Toxins

72

79
P49863 Homo sapiens

0.1 Changes
Supplementary Figure 6: Bayesian analysis of representative Kallkrein-related sequences. In order
to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.




(QBE3HS Bos taurus
(QBE3H4 Bos taurus
CYBPWEGS Bombina variegata
QB8JFQ0 Bombina maxima
100 QIBJFY1 Bombina maxima
59 QBJFES Bombina maxima
QBJFY0 Bombina maxima
100L Q8JFX9 Bombina maxima
a7 QB8JFY?2 Bombina maxima
gg & (BJFXB Bombina maxima
56 P5B294 Homo sapiens
100 AACIBA046EG Homo sapiens
100 |r QBTCE9 Homo sapiens
52 (J8R414 Rattus norvegicus

100, P25687-1 Dendroaspis polylepis SERPENTES @

P25687-2 Dendroaspis polylepis EE

! 87 DQ139877 Varanus varius* < ©
g VARANIDAE

61 gg-~ DQ139878 Varanus varius® e

CHQXUT Mus musculus
100F AAROES24Prokineticin2beta
CRQXUT Mus musculus
(18R413 Rattus norvegicus
100 - QSHC23 Homo sapiens
go|f AAROEEST Rattus norvegicus
___ 50" Q8HC23 Homo sapiens
0.1 Changes

Supplementary Figure 7: Bayesian analysis of representative AVIT-related sequences. In order to
minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.




— P24727 Xenopus laevis

P34130 Homo sapiens
—— (Q9XY95 Lampetra fluviatilis

100 — D%fEPganawpﬂx virus
| i
—  P21617 Xenopus gev?s PRERENS
—  P05200 Gallus gallus
— DQ139928 Varanus acanthurus*
81 DQ139929 Azemiops feae®
P25428 Macrovipera lebetina

,_9 57 Q9DEZ9 Crotalus durrissus
100 Q9ow3s Bothrops jararacussu | SERPENTES

9
Q5YF20 Naja sputatrix

100 | g4]— Q5YFB9 MNaja sputatrix
100 P34128 Bungarus multicinctus

P01138 Homo sapiens
100 100 P19093 Cavia porcellus
1 P20675 Praomys natalensis
01%(;. P01139 Mus musculus

1 Q73797 Brachydanio rerio
QQ: Q91988 Xiphophorus maculatus

100_|: Q6YBRS Brachydanio reric

] 100 FP34129 Xiphophorus maculatus

100 P25435 Xenopus laevis
W"E( P25433 Gallus gallus
78l P18280 Rattus norvegicus
g7 P20783 Homo sapiens
100~ 002193 Xiphophorus maculatus
| [ Q9YH42 Brachydanio rerio
100 P25429 Gallus gallus

- 100 P23560 Homo sapiens
0.1 Changes

VARANIDAE

NGF
Toxins

Supplementary Figure 8: Bayesian analysis of representative NGF-related sequences. In order to
minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.




~ Q8VID4 Mus musculus

— QBEXC0 Homo sapiens
100 DQ139931 Pogona barbata* IGUANIA Sa
P82885 Naja kaouthia 5%
100 P83234 Ophiophagus hannah SERPENTES Eﬂ
gg! Q5QJD7 Ophiophagus hannah >F

QEEPM3 Mus musculus

Sﬁ Q2C029 Homo sapiens
Q920M2 Rattus norvegicus
& Wr Q5H25S5 Homo sapiens
ol e
62 CY31885 Xenopus laevis
100 | —— Q8Y2C7 Homo sapiens
_I__ Q96KVE Homo sapiens
100 Q81178 Mus musculus
P18474 Homo sapiens
15L QBR2Z8 Mus musculus
QAJLNS Mus musculus
QB0O0LS Anguilla japonica
—— O75677 Homo sapiens
— | [100L——— BACS5513 Homo sapiens
CIBVHZE Mus musculus
Q02084 Pleurodeles waltlii
281012 Mus musculus
CBNBDS Homo sapiens
Q7ZU70 Brachydanio rerio
281108 Mus musculus
r~ Q8H4E4 Homo sapiens
100 = Q89KWV7 Mus musculus

. Qi8VI40 Mus musculus
g8 QBMA3S Homo saplens

&0

EI 1 Changes

Supplementary Figure 9: Bayesian analysis of representative Vespryn-related sequences. In order
to minimize confusion, all sequences are referred to by their SWISS-PROT accession numbers

(http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates transcripts obtained in this study.




A)
——— P18908 Gallus gallus

Q8AXR2 Oncorhynchus mykiss
95 P41319 Squalus acanthias
—1 Q80018 Oryzias latipes
Q7Y ZUS Eptatretus burgeri

?_I_z Q80505 FUQU rubripﬁ“s
99 1 BAD02838 Acipenser transmontanus

P83962 Acipenser transmontanus
_|jI:OQPSV2 Anguilla japonica
100 100 Q77216 Oncorhynchus mykiss

| 68 Q9PSV1 Anguilla japonica
80 WLT;O?WI? Oncorhynchus mykiss
51 Q80508 Fugu rubripes

& Q9PT52 Gloydius blomhoffi
Q90Y11 Crotalus durissus terrificus
75 1001100l qeoy12 Crotalus durissus terrificus | SERPENTES C_Ilflon-I?‘:P
Q8QGY91 Bothrops insularis
Q9PW56 Bothrops jararaca
97 751 Q9PW56 Bothrops jararaca
Q80503 Fugu rubripes
EI_E P40756 Rana catesbeiana
5o 58 P23582 Homo sapiens )
— F13205 Rattus norvegicus
100 P16860 Homo sapiens
93 DQ139927 Varanus varius VARANIDAE| BNP
69| E Q4VRI2 Oxyuranus scutellatus Toxins
i ngﬁg@g —— _P79799 Micrurus corallinus | SERPENTES
dna calesbelana
100 —1_ Q9DGKS8 Xenopus laevis
P011860 Homo sapiens
89 1(}0[ P0O1161 Rattus norvegicus

P83965 Acipenser transmontanus

80 Q80507 Fugu rubripes
WI_EQSOSEB Oreochromis mossambicus
76 Q7T1Q2 Oryzias latipes

0.1 Changes
++ ++
B) 1. GNP-1 = ——e——o EKRLQPEGS®FGQKMDRIGHVSGMG@NKFDPNKGSSSTGKK
2. TNP-¢ = =——————v SDSKIGNGEFGFPLDRIGSVSGLGONRIMONPPKKFSGE-
3. DNP  ——mmmo——e EVKYDP®FGHKIDRINHVSNLG@®PSLRDPRPNAPSTSA
4. Lebetin -GDNKPPKKGPP-NGOFGHKIDRIGSHSGLGONKVDDNKG==—————
5. BNP Rat IQERLRNSKMAHSSS®FGOKIDRIGAVSRLGE®DGLRLF = ————————

CNP-II

ANP BNP NP

BNP-I1I

Supplementary Figure 10: A) Bayesian analysis of representative full-length natriuretic toxins and
related sequences. In order to minimize confusion, all sequences are referred to by their SWISS-
PROT accession numbers (http://www.expasy.org/cgi-bin/sprot-search-ful). * Designates
transcripts obtained in this study. B) ) Sequence comparison of GNP-1 (DQ139927) from V. varius
(Lace Monitor), 2) TNP-c (P83230) from Oxyuranus microlepidotus (Inland taipan), 3) DNP
(P28374) from Dendroaspis angusticeps (Eastern Green Mamba), 4) Lebetin (Q7LZ09) from
Macrovipera lebetina (Elephant snake) and 5) BNP from the rat (P13205) brain and atria. +

designates conserved functional residues.



Varanus varius

Iy 23277, 23819
o
3 g
o o
3 r~ 3
~ o o
g &3 -
& - P o
o = ™ 2
~ B o N
: S S
o
L .
=8 2 2
oo o
5 g 8% e .
i § 48 B 82 3
] o 5 €5 ©° To -
- @ g & - -
o o 5 =]
o - ol e L & © = g ‘
o ol B8 o 3 s] o
= <] ™ N 3 - =}
8 a ot - Lﬂgw “E 3 3| = : =
uw -— i o
g 9 g o 23 8| v =8 3
8 F 8 8 QR v w| g o o 5
w o - o & b ] & @ i |
s 83 R 2] ® : 2
F~ || | 2 ! \
: - d L
l
| 8
l J' W k’-«.f L Y 4 : r”f |
ry A \ = ] \‘\‘1‘
L P mittd JIM*""JJ‘I'M-M"J .l"v Phtisd b ﬂ”‘*mﬁ*ﬂ'ﬂ‘m“w‘ﬁhm,- adudr M el on
34

8
]
(]

44 45 48 60 52 H4 G858 G0 6z 64 06 6g 70 72 74 76 78

Time, min

Supplementary Figure 11: Liquid Chromatography/Mass Spectrometry analysis of crude
mandibular secretions from Varanus varius (Lace Monitor). Reconstructed masses in Daltons are

shown above each peak.
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Supplemenary Figure 12: A) Alignment of Type Il PLA,: 1. Varanus varius (Lace Monitor) DQ139930 and Heloderma suspectum (Gila Monster)
2. P80003 and 3. P16354. B) Alignment of representative kallikrein (minus signal peptides): toxin forms 1. Varanus mitchelli (Mitchell’s Water
Monitor) DQ139915, 2. Varanus acanthurus (Spiny-tailed Monitor) DQ139914, 3. Heloderma horridum (Beaded Lizard) P43685, 4. Bothrops

Jjararaca (Jararaca) P81661, 5. Philodryas olfersii (Argentine Racer) DQ139923, 6. Lapemis curtus (Spine-bellied Sea Snake) QSMCSO0 and tissue

WGG HD
GAFTMPGT GAGDSASDFSDLGAFQGPDSEeOOHDQ®SVOITALOQRKHGIFNLRPYTISHE®D@®DTRFRT®LMDLNDTIAD-SW
GAFIMPGTLWEeGAGNAASDYSQLGTEKDTD RDHDHO®SDTMAALEYKHGMRNYRPHTVSH@SD®DNQFRS®LMNVKDRTADFSQ
GAFIMPGTLWEGAGNAASDYSQLGTEKDTD. RDHDHOENWISALEYKHGMRNYYPSTISHSDEDNQFRS®LMKLKDGTADF-W
H D
ITGGQE®NEDSHPWLVLLYAEASFMEGATLLNQDWVLTAAH®YDSRPIHLYFGIHNTKQPRGHEQARDAVSTF®YPDSPGTTNSS®PSFRL——————— DRGDDI-MLIKLNASVTYNEHIAPMAL
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IIGGFE@NPSEHRSLVYLYNSAGFF@®SGTLLNHEWVLTAAHON-REDIQIRLGVHNVHVHYEDEQIRVPKEKLOLSTNN@TQFS———————————————— ODI-MLIRLNSPVNYSEHIAPLSL
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PSNPPSVGSV@RVMGWGTITSPEVT----YPKVPHEVNIQILHKEL®EAAYPILLGNSNILG®AGKLLGDKDS®K-DSGGPLI®NGQIQGIVSWGGFPOAQFLSLASTPRSLIILTGSRTLW----G
PSNPPSMGSVEVMGWGTITSPEVT----YPEVPHEVDINILHIPVEOAAYPTMSGK-NILG®AGILEGGKDS®K-DSGGPLI@®NGQIQGIVSWGRFPOAQFLEPGIYTKVFDYKDWIEGIIAGNSG
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kallikrein 7. Homo sapiens (Human) Q9UBX7. * Designates transcripts obtained in this study. A Designates partial sequence.



KR E F
1* MIVFILL-SLAAVLQQFVA-D--VNFESESPRRTEKQTEIVDMHNSFRRSVNPTARNMLKMEWYPEAADNAERWAYQ®TI-YDHSANSERVIGGIQ®GENIYKSSNPRAWTEIIQSWYDEIQNFEY
2 MIAFSLL-CFAAVLQQSFG-N--VDFNSESTRRKKKQKEIVDLHNSLRRRVSPTASNMLKMEWYPEAASNAERWANT@®S-LNHSPDNLRVLEGIQ®GESIYMSSNARTWTEI IHLWHDEYKNFVY
3* MFVFILL-SLAAVLQQSFG-N--VDFNSESPRIKAKQREIVDKHNAFRRSVRPTASNMLRMEWYSEAASNAERWAYRGI-LDHSPKTSRILNGIKGGENIYMSSIPMTWIDIIKLWHDEYKNFIY
4* MIVFILL-SLAAVLEQSFG-N--VDFNSESPRRPEKQKEIVDRHNSFRRSVRPTASNMLKMEWYSEAASNAERWAYRGN-LGHSPDSSRILDGIKGGENIYMSSNPRAWTEILQLWYDEYKNFVY
5 MIAFIVLLSLAAVLQQSSG-T--ADFASESSNKKNYQKEIVDKHNALRRSVKPTARNMLOMKWNSRAAQNAKRWANRGT-FAHSPPNKRTVGKLREGENIFMSSQPFPWSGVVQAWYDEIKNFVY
6* MIAFIVLLSLAAVLQQSSG-T--VDFASESSNKKDYRKEIVDKHNDLRRSVKPTARNMLOMKWNSRAAQNAKRWANRGT-FAHSPPYTRTVGKLREGENIFMSSQPFAWSGVVQAWYDEVKKFVY
7* MILLKLYLTLAAILCQSRGMTS-LDLDDLMTTNPEIQNEIINKHNDLRRTVDPPAKNMLKMSWDNIIAESAKRAALRGNYKEHTSIAERTIGGVVEGENHFMSSNPRTWSSSIQSWFDERNSFMF
8 MILLSLYLCLAAMLHQSEGEASPK-LPGLMTSNPDQQTEITDKHNNLRRIVEPTASNMLKMTWSNKIAQNAQRSANQET-LEHTSKEERTIDGVE@®GENLFFSSAPYTWSYAIQNWFDERKYFRF

2 GVGANPPGSVTGHYTQIVWYQTYRAGEAVSY®P-SSAWSYFYVEOY®PSGNFQGKTATPYKLGPPEGD®PSAGDNGLETNPETIYNKLTNOGDSLLKQSS®OD--DWIKSNOGPASOF@®RNKI I
3* GVGANPPGSVIGHYTQIVWYKSYRVG SY®P-SSSYNYFYV[EQY®PAGNFAGLTATPYKSGPT{®GDEPSAGDNGLEOTNPOSREDVFMNOKSLVAQSNE®OD—--DY IRKNGPATOF®PNK-—
4* GVGANPPGSVTGHFSQMVWYKSYRIG Y@®P-SSGYSYFYVEOY®PIGNIEGSTATPYKSGPT@®GDOPSAGDNGLETNPOLREDKF TN@®KSLVQONSEOH--DWTRKNGPAT®F ®HN———
5 GIGAKPPGSVIGHYTQVVWYKSYLIGEASAKES-SS—--KYLYVEOY®PAGNIRGSIATPYKSGPPEADEPS NKLOTNPE@KRNNDF SN®KSLAKKSK®OT--EWIKKKOPASOFOHNKI I
6* GIGAKPPSSVIGHYTQVVWYKSHLLGEASAK®S-ST--KYLYVEOY®PAGNIIGSIATPYKSGPPEGD®PSAGBDNGLOTNP®KHNNDF SNO®KALAKKSKOOT--EWIKSK®PAT®FO®RTEI L
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Supplementary Figure 13: Sequence comparison of CRISP toxins: 1) DQ139892 Enhydris polylepis (Macleay’s water snake), 2) Q7T1K6 Naja
atra (Taiwanese cobra), 3) DQ139890 Dispholidus typus (Boomslang), 4) DQ139901 Trimorphodon biscutatus (Lyre snake), 5) Q8AV A4 Pseudechis
australis (Mulga snake) , 6) DQ139896 Oxyuranus microlepidotus (Inland taipan), 7) DQ139904 Varanus varius (Lace monitor) and 8) Q91055

Heloderma horridum (Beaded lizard).



