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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #4306   RT: 22.45
     FTMS, HCD, z=+2, Mono m/z=737.83514 Da, MH+=1474.66300 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_18.raw   #943   RT: 7.78
     FTMS, HCD@32.00, z=+2, Mono m/z=737.83453 Da, MH+=1474.66179 Da, Match Tol.=0.05 Da

Experiment Validated 
WWW.NATURE.COM/NATURE | 1
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #5406   RT: 33.28
     FTMS, HCD, z=+2, Mono m/z=670.32452 Da, MH+=1339.64176 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_20.raw   #1141   RT: 8.73
     FTMS, HCD@32.00, z=+2, Mono m/z=670.32483 Da, MH+=1339.64238 Da, Match Tol.=0.05 Da

Experiment Validated 
WWW.NATURE.COM/NATURE | 2
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Experiment Validated 
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_22.raw   #1638   RT: 12.85
     FTMS, HCD@32.00, z=+2, Mono m/z=667.36499 Da, MH+=1333.72270 Da, Match Tol.=0.05 Da
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9431   RT: 47.27
     FTMS, HCD, z=+2, Mono m/z=667.36517 Da, MH+=1333.72306 Da, Match Tol.=0.05 Da

WWW.NATURE.COM/NATURE | 3
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #2828   RT: 21.23
     FTMS, HCD, z=+2, Mono m/z=635.30414 Da, MH+=1269.60100 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_23.raw   #1429   RT: 10.81
     FTMS, HCD@32.00, z=+2, Mono m/z=635.30402 Da, MH+=1269.60076 Da, Match Tol.=0.05 Da
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #2828   RT: 21.23
     FTMS, HCD, z=+2, Mono m/z=635.30414 Da, MH+=1269.60100 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_23.raw   #1429   RT: 10.81
     FTMS, HCD@32.00, z=+2, Mono m/z=635.30402 Da, MH+=1269.60076 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #7328   RT: 42.52
     FTMS, HCD, z=+2, Mono m/z=836.90948 Da, MH+=1672.81168 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_39.raw   #1098   RT: 9.37
     FTMS, HCD@32.00, z=+2, Mono m/z=836.90900 Da, MH+=1672.81072 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9023   RT: 62.88
     FTMS, HCD, z=+3, Mono m/z=518.58423 Da, MH+=1553.73814 Da, Match Tol.=0.05 Da
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9023   RT: 62.88
     FTMS, HCD, z=+3, Mono m/z=518.58423 Da, MH+=1553.73814 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #2156   RT: 14.57
     FTMS, HCD, z=+2, Mono m/z=617.83618 Da, MH+=1234.66508 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_7.raw   #740   RT: 7.11
     FTMS, HCD@32.00, z=+2, Mono m/z=617.83685 Da, MH+=1234.66643 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #7621   RT: 38.02
     FTMS, HCD, z=+3, Mono m/z=592.61847 Da, MH+=1775.84086 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_41.raw   #1010   RT: 8.79
     FTMS, HCD@32.00, z=+3, Mono m/z=592.61810 Da, MH+=1775.83976 Da, Match Tol.=0.05 Da

WWW.NATURE.COM/NATURE | 8



WGSDFSPASTVSAPVSR 

Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #11020   RT: 63.57
     FTMS, HCD, z=+2, Mono m/z=875.92322 Da, MH+=1750.83916 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_51.raw   #1196   RT: 10.45
     FTMS, HCD@32.00, z=+2, Mono m/z=875.92358 Da, MH+=1750.83989 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #12863   RT: 67.38
     FTMS, HCD, z=+2, Mono m/z=687.84399 Da, MH+=1374.68070 Da, Match Tol.=0.05 Da

y₇⁺-H₂O
860.42596

y₁⁺
175.11902

y₄⁺
564.31317

y₃⁺
451.23013

y₁₀⁺
1211.60901

b₃⁺-H₂O
380.16000

b₂⁺
311.13864

y₈⁺
977.50616

y₆⁺
749.39331

y₇⁺
878.43585

y₉⁺
1064.53613

200 400 600 800 1000 1200

m/z

0

1000

2000

3000

4000

In
te

ns
ity

 [c
ou

nt
s]

     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_2.raw   #1169   RT: 11.21
     FTMS, HCD@32.00, z=+2, Mono m/z=687.83795 Da, MH+=1374.66863 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #7959   RT: 42.28
     FTMS, HCD, z=+2, Mono m/z=785.35339 Da, MH+=1569.69950 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_24.raw   #1018   RT: 9.43
     FTMS, HCD@32.00, z=+2, Mono m/z=785.35461 Da, MH+=1569.70195 Da, Match Tol.=0.05 Da
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DQVGFVVSPATGGER 

Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8889   RT: 54.15
     FTMS, HCD, z=+2, Mono m/z=759.88037 Da, MH+=1518.75346 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_32.raw   #1176   RT: 10.12
     FTMS, HCD@32.00, z=+2, Mono m/z=759.88055 Da, MH+=1518.75383 Da, Match Tol.=0.2 Da
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Experiment Validated 

EAEAGGGGGACAVGLGR 
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     Extracted from: F:\Raja\Human Proteome\3frame_Refseq_All_peptides_spectrum_details.mgf   #5471   RT: 31.97
     FTMS, HCD, z=+2, Mono m/z=744.84601 Da, MH+=1488.68474 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_55.raw   #998   RT: 8.97
     FTMS, HCD@32.00, z=+2, Mono m/z=744.84656 Da, MH+=1488.68584 Da, Match Tol.=0.05 Da
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Experiment Validated 

EQEPGPGPGTPPQPVPR 
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     Extracted from: F:\Raja\Human Proteome\3frame_Refseq_All_peptides_spectrum_details.mgf   #6167   RT: 36.45
     FTMS, HCD, z=+2, Mono m/z=870.43903 Da, MH+=1739.87078 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_50.raw   #990   RT: 8.87
     FTMS, HCD@32.00, z=+2, Mono m/z=870.43860 Da, MH+=1739.86992 Da, Match Tol.=0.05 Da
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Experiment Validated 

FTLLQGAESIVTYR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #16002   RT: 80.52
     FTMS, HCD, z=+2, Mono m/z=799.43353 Da, MH+=1597.85978 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_27.raw   #1326   RT: 12.06
     FTMS, HCD@32.00, z=+2, Mono m/z=799.43304 Da, MH+=1597.85881 Da, Match Tol.=0.05 Da
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Experiment Validated 

GCEEEDVATQQPVSR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1724   RT: 24.42
     FTMS, HCD, z=+2, Mono m/z=852.88330 Da, MH+=1704.75932 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_38.raw   #927   RT: 8.54
     FTMS, HCD@32.00, z=+2, Mono m/z=852.87811 Da, MH+=1704.74895 Da, Match Tol.=0.05 Da
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Experiment Validated 

GCTAQPGPAFPHR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #5513   RT: 32.88
     FTMS, HCD, z=+2, Mono m/z=698.33270 Da, MH+=1395.65812 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_16.raw   #1040   RT: 8.65
     FTMS, HCD@32.00, z=+2, Mono m/z=698.33337 Da, MH+=1395.65947 Da, Match Tol.=0.05 Da
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Experiment Validated 

NFAFVQYVNER 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #13687   RT: 67.58
     FTMS, HCD, z=+2, Mono m/z=693.84424 Da, MH+=1386.68120 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_3.raw   #1144   RT: 11.17
     FTMS, HCD@32.00, z=+2, Mono m/z=693.84369 Da, MH+=1386.68010 Da, Match Tol.=0.05 Da
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Experiment Validated 

LLGDGSLESWQR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #12726   RT: 65.23
     FTMS, HCD, z=+2, Mono m/z=680.84625 Da, MH+=1360.68522 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_8.raw   #1222   RT: 10.74
     FTMS, HCD@32.00, z=+2, Mono m/z=680.84650 Da, MH+=1360.68572 Da, Match Tol.=0.05 Da
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Experiment Validated 

YHTVNGHNCEIR 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #2656   RT: 22.12
     FTMS, HCD, z=+3, Mono m/z=500.56439 Da, MH+=1499.67862 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_10.raw   #788   RT: 7.57
     FTMS, HCD@32.00, z=+3, Mono m/z=500.56473 Da, MH+=1499.67963 Da, Match Tol.=0.05 Da
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Experiment Validated 

VYQYEVGDDLSGR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8772   RT: 54.12
     FTMS, HCD, z=+2, Mono m/z=750.85101 Da, MH+=1500.69474 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_10.raw   #1256   RT: 9.92
     FTMS, HCD@32.00, z=+2, Mono m/z=750.85181 Da, MH+=1500.69634 Da, Match Tol.=0.05 Da
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Experiment Validated 

VDNDENEHKLSLR 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #1221   RT: 18.88
     FTMS, HCD, z=+2, Mono m/z=784.88312 Da, MH+=1568.75896 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_12.raw   #941   RT: 8.46
     FTMS, HCD@32.00, z=+2, Mono m/z=784.88672 Da, MH+=1568.76616 Da, Match Tol.=0.05 Da
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Experiment Validated 

QPQPAQNVLAAPR 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #7040   RT: 37.92
     FTMS, HCD, z=+2, Mono m/z=695.38269 Da, MH+=1389.75810 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_14.raw   #1166   RT: 9.22
     FTMS, HCD@32.00, z=+2, Mono m/z=695.38300 Da, MH+=1389.75871 Da, Match Tol.=0.05 Da

WWW.NATURE.COM/NATURE | 23



Experiment Validated 

LGGLPGPGPMSNPR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9801   RT: 49.12
     FTMS, HCD, z=+2, Mono m/z=675.35351 Da, MH+=1349.69974 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_21.raw   #1321   RT: 10.20
     FTMS, HCD@32.00, z=+2, Mono m/z=675.35449 Da, MH+=1349.70171 Da, Match Tol.=0.05 Da
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Experiment Validated 

HLDAHTAAHSQSPR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #2572   RT: 18.80
     FTMS, HCD, z=+3, Mono m/z=509.91919 Da, MH+=1527.74302 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_26.raw   #688   RT: 7.09
     FTMS, HCD@32.00, z=+3, Mono m/z=509.91891 Da, MH+=1527.74219 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #3228   RT: 30.07
     FTMS, HCD, z=+2, Mono m/z=769.41803 Da, MH+=1537.82878 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_30.raw   #1279   RT: 10.55
     FTMS, HCD@32.00, z=+2, Mono m/z=769.41473 Da, MH+=1537.82219 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #3500   RT: 28.78
     FTMS, HCD, z=+2, Mono m/z=738.35138 Da, MH+=1475.69548 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_31.raw   #906   RT: 8.32
     FTMS, HCD@32.00, z=+2, Mono m/z=738.35150 Da, MH+=1475.69573 Da, Match Tol.=0.05 Da
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Experiment Validated 

TTLTSHVLSHGESPR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #4430   RT: 31.00
     FTMS, HCD, z=+3, Mono m/z=541.28131 Da, MH+=1621.82938 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_34.raw   #855   RT: 8.47
     FTMS, HCD@32.00, z=+3, Mono m/z=541.28235 Da, MH+=1621.83249 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #11683   RT: 65.82
     FTMS, HCD, z=+2, Mono m/z=819.89203 Da, MH+=1638.77678 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_34.raw   #1127   RT: 10.10
     FTMS, HCD@32.00, z=+2, Mono m/z=819.88440 Da, MH+=1638.76152 Da, Match Tol.=0.05 Da
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Experiment Validated 

DSNQGIYGLSPEGVDR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #12318   RT: 58.13
     FTMS, HCD, z=+2, Mono m/z=853.90729 Da, MH+=1706.80730 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_40.raw   #1180   RT: 10.63
     FTMS, HCD@32.00, z=+2, Mono m/z=853.90259 Da, MH+=1706.79790 Da, Match Tol.=0.05 Da
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Experiment Validated 

LLGALEQSQLASGATR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8612   RT: 54.88
     FTMS, HCD, z=+2, Mono m/z=807.94452 Da, MH+=1614.88176 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_45.raw   #1169   RT: 10.33
     FTMS, HCD@32.00, z=+2, Mono m/z=807.94434 Da, MH+=1614.88140 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #14209   RT: 60.77
     FTMS, HCD, z=+2, Mono m/z=995.53601 Da, MH+=1990.06474 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_56_r.raw   #1181   RT: 10.86
     FTMS, HCD@32.00, z=+2, Mono m/z=995.53589 Da, MH+=1990.06450 Da, Match Tol.=0.05 Da
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Experiment Validated 

LASQGGDDLDPNYVLSSR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #12250   RT: 58.27
     FTMS, HCD, z=+2, Mono m/z=953.96112 Da, MH+=1906.91496 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_58.raw   #1109   RT: 10.48
     FTMS, HCD@32.00, z=+2, Mono m/z=953.96149 Da, MH+=1906.91570 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #2351   RT: 23.78
     FTMS, HCD, z=+3, Mono m/z=582.29840 Da, MH+=1744.88065 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_59.raw   #856   RT: 7.83
     FTMS, HCD@32.00, z=+3, Mono m/z=582.29938 Da, MH+=1744.88358 Da, Match Tol.=0.05 Da
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Experiment Validated 

SDVDMDPSSATAVLGPAR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9875   RT: 50.10
     FTMS, HCD, z=+2, Mono m/z=894.92639 Da, MH+=1788.84550 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_62.raw   #1226   RT: 10.45
     FTMS, HCD@32.00, z=+2, Mono m/z=894.92523 Da, MH+=1788.84319 Da, Match Tol.=0.05 Da
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Experiment Validated 

VLGSAPPPFTPSLLEQEVR  
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #13056   RT: 77.75
     FTMS, HCD, z=+3, Mono m/z=679.70611 Da, MH+=2037.10378 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_64.raw   #1228   RT: 11.65
     FTMS, HCD@32.00, z=+3, Mono m/z=679.70587 Da, MH+=2037.10306 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8788   RT: 40.68
     FTMS, HCD, z=+2, Mono m/z=1006.48743 Da, MH+=2011.96758 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_65.raw   #1027   RT: 9.44
     FTMS, HCD@32.00, z=+2, Mono m/z=1006.48816 Da, MH+=2011.96904 Da, Match Tol.=0.05 Da
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Experiment Validated 

MQHSLAGQTYAVPLIQPDLR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9155   RT: 53.15
     FTMS, HCD, z=+3, Mono m/z=746.72827 Da, MH+=2238.17026 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_71.raw   #1203   RT: 10.83
     FTMS, HCD@32.00, z=+3, Mono m/z=746.72980 Da, MH+=2238.17484 Da, Match Tol.=0.05 Da
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Experiment Validated 

GLKVPPAINQFTQALDR 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #9108   RT: 73.75
     FTMS, HCD, z=+2, Mono m/z=934.52472 Da, MH+=1868.04216 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_53_r.raw   #1333   RT: 11.64
     FTMS, HCD@32.00, z=+2, Mono m/z=934.52283 Da, MH+=1868.03838 Da, Match Tol.=0.05 Da
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Experiment Validated 

RSLSGSADENPSCGTGSER 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #535   RT: 7.42
     FTMS, HCD, z=+3, Mono m/z=656.29077 Da, MH+=1966.85776 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_68.raw   #1339   RT: 10.59
     FTMS, HCD@32.00, z=+3, Mono m/z=656.28870 Da, MH+=1966.85154 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #5564   RT: 50.32
     FTMS, HCD, z=+2, Mono m/z=981.55353 Da, MH+=1962.09978 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Arg_66_r.raw   #1149   RT: 10.77
     FTMS, HCD@32.00, z=+2, Mono m/z=981.54919 Da, MH+=1962.09111 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf  #16111, RT=70.98 min
     FTMS, HCD, Precursor: z=+2, Mono m/z=832.42993 Da, MH+=1663.85258 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\HP_Synth_Arg_C04.raw   #872   RT: 13.55
     FTMS, HCD@39.00, z=+2, Mono m/z=831.43256 Da, MH+=1661.85784 Da, Match Tol.=0.1 Da
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Experiment Validated 

NSGPYGGGGQYFAKPR 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #1884   RT: 27.53
     FTMS, HCD, z=+2, Mono m/z=828.89404 Da, MH+=1656.78080 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_D8.raw   #727   RT: 11.88
     FTMS, HCD@39.00, z=+2, Mono m/z=828.89685 Da, MH+=1656.78642 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #16175   RT: 68.50
     FTMS, HCD, z=+2, Mono m/z=924.96741 Da, MH+=1848.92754 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #16175   RT: 68.50
     FTMS, HCD, z=+2, Mono m/z=924.96741 Da, MH+=1848.92754 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #14244   RT: 70.73
     FTMS, HCD, z=+2, Mono m/z=980.49023 Da, MH+=1959.97318 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_E12.raw   #1354   RT: 18.39
     FTMS, HCD@39.00, z=+2, Mono m/z=980.49323 Da, MH+=1959.97917 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #11659   RT: 56.87
     FTMS, HCD, z=+3, Mono m/z=735.04767 Da, MH+=2203.12846 Da, Match Tol.=0.1 Da
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     Extracted from: Z:\Raja\HP_synthetic\HP_Arg_73_130522100649.raw   #1142   RT: 10.19
     FTMS, HCD@32.00, z=+3, Mono m/z=735.04694 Da, MH+=2203.12625 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #11752   RT: 53.02
     FTMS, HCD, z=+2, Mono m/z=1178.61035 Da, MH+=2356.21342 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_F7.raw   #1580   RT: 19.67
     FTMS, HCD@39.00, z=+2, Mono m/z=1178.61267 Da, MH+=2356.21807 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #6089   RT: 60.37
     FTMS, HCD, z=+2, Mono m/z=889.41254 Da, MH+=1777.81780 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_C02.raw   #802   RT: 13.73
     FTMS, HCD@39.00, z=+2, Mono m/z=889.41461 Da, MH+=1777.82195 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8544   RT: 45.65
     FTMS, HCD, z=+2, Mono m/z=1016.49133 Da, MH+=2031.97538 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_F10.raw   #824   RT: 11.72
     FTMS, HCD@39.00, z=+2, Mono m/z=1016.49414 Da, MH+=2031.98100 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #569   RT: 8.72
     FTMS, HCD, z=+2, Mono m/z=905.88092 Da, MH+=1810.75456 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\IOB_061813\HP_Synth_Arg_F3.raw   #1701   RT: 17.56
     FTMS, HCD@39.00, z=+2, Mono m/z=905.88013 Da, MH+=1810.75298 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1723   RT: 24.90
     FTMS, HCD, z=+2, Mono m/z=930.93335 Da, MH+=1860.85942 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\IOB_061813\HP_062013\HP_Synth_Arg_E1.raw   #1382   RT: 13.17
     FTMS, HCD@39.00, z=+2, Mono m/z=930.93506 Da, MH+=1860.86284 Da, Match Tol.=0.1 Da

WWW.NATURE.COM/NATURE | 51



Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\3frame_Refseq_All_peptides_spectrum_details.mgf   #686   RT: 10.72
     FTMS, HCD, z=+3, Mono m/z=419.21301 Da, MH+=1255.62448 Da, Match Tol.=0.1 Da
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     Extracted from: Z:\Raja\HP_synthetic\HP_Arg_29.raw   #647   RT: 6.67
     FTMS, HCD@32.00, z=+3, Mono m/z=419.21417 Da, MH+=1255.62796 Da, Match Tol.=0.1 Da
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Experiment Validated 

ANCIDSTASAEAVFASEVR 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #13707   RT: 69.58
     FTMS, HCD, z=+2, Mono m/z=999.46301 Da, MH+=1997.91874 Da, Match Tol.=0.1 Da

y₄⁺
490.26224

y₁₆⁺
1652.81311

y₁⁺
175.11818

y₇⁺
807.43542

y₈⁺
878.47217

y₉⁺
1007.50830

y₁₄⁺
1424.69531

y₆⁺
708.36633

y₁₂⁺
1236.62085

b₃⁺, y₆²⁺-NH₃
346.11725

y₁₁⁺
1165.58350

y₁₅⁺
1539.72192

500 1000 1500 2000

m/z

0

2

4

6

8

10

In
te

ns
ity

 [c
ou

nt
s]

 (1
0^

3)

     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_F9.raw   #1005   RT: 12.28
     FTMS, HCD@39.00, z=+2, Mono m/z=999.46576 Da, MH+=1997.92424 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #10158   RT: 63.28
     FTMS, HCD, z=+2, Mono m/z=859.91241 Da, MH+=1718.81754 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Arg_D6.raw   #932   RT: 13.30
     FTMS, HCD@39.00, z=+2, Mono m/z=859.91187 Da, MH+=1718.81645 Da, Match Tol.=0.1 Da
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Experiment Validated 

QRQPPLLGDHPAEYGEGR 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #6355   RT: 40.03
     FTMS, HCD, z=+2, Mono m/z=1001.99097 Da, MH+=2002.97466 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\IOB_061813\HP_Synth_Arg_E9.raw   #1144   RT: 15.70
     FTMS, HCD@39.00, z=+2, Mono m/z=1001.99097 Da, MH+=2002.97466 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #1463   RT: 22.13
     FTMS, HCD, z=+2, Mono m/z=548.80963 Da, MH+=1096.61198 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_1.raw   #1923   RT: 12.03
     FTMS, HCD@32.00, z=+2, Mono m/z=548.81122 Da, MH+=1096.61516 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Noncode_All_peptides_spectrum_details.mgf   #1593   RT: 17.13
     FTMS, HCD, z=+2, Mono m/z=595.27069 Da, MH+=1189.53410 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_5.raw   #820   RT: 7.38
     FTMS, HCD@32.00, z=+2, Mono m/z=595.26971 Da, MH+=1189.53215 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\3frame_Refseq_All_peptides_spectrum_details.mgf   #9778   RT: 46.92
     FTMS, HCD, z=+3, Mono m/z=419.91861 Da, MH+=1257.74128 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_6.raw   #1180   RT: 9.87
     FTMS, HCD@32.00, z=+3, Mono m/z=419.91876 Da, MH+=1257.74173 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8656   RT: 56.82
     FTMS, HCD, z=+2, Mono m/z=662.83081 Da, MH+=1324.65434 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_7.raw   #1155   RT: 10.30
     FTMS, HCD@32.00, z=+2, Mono m/z=662.83051 Da, MH+=1324.65373 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #7995   RT: 55.47
     FTMS, HCD, z=+2, Mono m/z=698.36249 Da, MH+=1395.71770 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_10.raw   #1311   RT: 10.23
     FTMS, HCD@32.00, z=+2, Mono m/z=698.36145 Da, MH+=1395.71562 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_14.raw   #956   RT: 8.74
     FTMS, HCD@32.00, z=+2, Mono m/z=636.82483 Da, MH+=1272.64238 Da, Match Tol.=0.05 Da
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #5170   RT: 28.63
     FTMS, HCD, z=+2, Mono m/z=636.82336 Da, MH+=1272.63944 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #13137   RT: 62.83
     FTMS, HCD, z=+2, Mono m/z=635.38013 Da, MH+=1269.75298 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_12.raw   #1178   RT: 10.83
     FTMS, HCD@32.00, z=+2, Mono m/z=635.38013 Da, MH+=1269.75298 Da, Match Tol.=0.05 Da
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Experiment Validated 

DNTVTPGGKPNK 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #1287   RT: 20.90
     FTMS, HCD, z=+2, Mono m/z=614.31976 Da, MH+=1227.63224 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_13.raw   #956   RT: 8.10
     FTMS, HCD@32.00, z=+2, Mono m/z=614.31909 Da, MH+=1227.63091 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1658   RT: 13.75
     FTMS, HCD, z=+2, Mono m/z=625.27820 Da, MH+=1249.54912 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_16.raw   #748   RT: 7.44
     FTMS, HCD@32.00, z=+2, Mono m/z=625.27747 Da, MH+=1249.54766 Da, Match Tol.=0.05 Da
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Experiment Validated 

ATGHADEHLAQTK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1167   RT: 10.57
     FTMS, HCD, z=+2, Mono m/z=689.83935 Da, MH+=1378.67142 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_18.raw   #740   RT: 7.20
     FTMS, HCD@32.00, z=+2, Mono m/z=689.83960 Da, MH+=1378.67192 Da, Match Tol.=0.05 Da
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Experiment Validated 

GPDPEPTQPGAAK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #2446   RT: 27.17
     FTMS, HCD, z=+2, Mono m/z=632.81268 Da, MH+=1264.61808 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_19.raw   #828   RT: 7.90
     FTMS, HCD@32.00, z=+2, Mono m/z=632.81183 Da, MH+=1264.61638 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #6552   RT: 42.57
     FTMS, HCD, z=+2, Mono m/z=607.32403 Da, MH+=1213.64078 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_19.raw   #1114   RT: 9.03
     FTMS, HCD@32.00, z=+2, Mono m/z=607.32373 Da, MH+=1213.64018 Da, Match Tol.=0.05 Da
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Experiment Validated 
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b₂⁺
159.07602 y₁₀⁺

1002.54169

y₉⁺
901.50031

y₆⁺, [M+2H]²⁺-H₂O, b₇⁺-H₂O
620.32507

b₄⁺-H₂O
339.16565

y₄⁺
418.22922

y₈⁺
788.41461

200 400 600 800 1000 1200

m/z

0

5

10

15

20

In
te

ns
ity

 [c
ou

nt
s]

 (1
0^

3)

     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #6301   RT: 39.73
     FTMS, HCD, z=+2, Mono m/z=629.33697 Da, MH+=1257.66666 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_20.raw   #1035   RT: 8.85
     FTMS, HCD@32.00, z=+2, Mono m/z=629.33716 Da, MH+=1257.66704 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #12000   RT: 56.57
     FTMS, HCD, z=+2, Mono m/z=816.91150 Da, MH+=1632.81572 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_21.raw   #1289   RT: 10.58
     FTMS, HCD@32.00, z=+2, Mono m/z=816.91125 Da, MH+=1632.81523 Da, Match Tol.=0.05 Da

WWW.NATURE.COM/NATURE | 69



Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #4900   RT: 35.97
     FTMS, HCD, z=+2, Mono m/z=797.36438 Da, MH+=1593.72148 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_36.raw   #1221   RT: 9.72
     FTMS, HCD@32.00, z=+2, Mono m/z=797.36426 Da, MH+=1593.72124 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #7505   RT: 37.65
     FTMS, HCD, z=+2, Mono m/z=701.82495 Da, MH+=1402.64262 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_38.raw   #968   RT: 9.19
     FTMS, HCD@32.00, z=+2, Mono m/z=701.82611 Da, MH+=1402.64495 Da, Match Tol.=0.05 Da
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Experiment Validated 

TSDIEANQPLETNK 
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     Extracted from: F:\Raja\Human Proteome\Noncode_All_peptides_spectrum_details.mgf   #4972   RT: 31.35
     FTMS, HCD, z=+2, Mono m/z=780.37970 Da, MH+=1559.75212 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_27.raw   #1378   RT: 11.53
     FTMS, HCD@32.00, z=+2, Mono m/z=780.37970 Da, MH+=1559.75212 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8698   RT: 38.70
     FTMS, HCD, z=+2, Mono m/z=750.83215 Da, MH+=1500.65702 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_28.raw   #1113   RT: 9.47
     FTMS, HCD@32.00, z=+2, Mono m/z=750.83618 Da, MH+=1500.66509 Da, Match Tol.=0.05 Da
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Experiment Validated 

EASSPPAVTPSTYK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #3149   RT: 24.65
     FTMS, HCD, z=+2, Mono m/z=717.85882 Da, MH+=1434.71036 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_29.raw   #1064   RT: 8.87
     FTMS, HCD@32.00, z=+2, Mono m/z=717.85815 Da, MH+=1434.70903 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #9957   RT: 56.02
     FTMS, HCD, z=+2, Mono m/z=689.88202 Da, MH+=1378.75676 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_30.raw   #2213   RT: 15.82
     FTMS, HCD@32.00, z=+2, Mono m/z=689.88275 Da, MH+=1378.75823 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #12153   RT: 55.60
     FTMS, HCD, z=+2, Mono m/z=729.34802 Da, MH+=1457.68876 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_34.raw   #1357   RT: 10.71
     FTMS, HCD@32.00, z=+2, Mono m/z=729.34851 Da, MH+=1457.68974 Da, Match Tol.=0.05 Da
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Experiment Validated 

DHAVVVGVYRPLPK 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #7419   RT: 50.00
     FTMS, HCD, z=+2, Mono m/z=775.44611 Da, MH+=1549.88494 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_35.raw   #1132   RT: 9.42
     FTMS, HCD@32.00, z=+2, Mono m/z=775.44647 Da, MH+=1549.88567 Da, Match Tol.=0.05 Da
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Experiment Validated 

NVSSNPCHEAVGIK 
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_40.raw   #963   RT: 8.40
     FTMS, HCD@32.00, z=+2, Mono m/z=756.36725 Da, MH+=1511.72722 Da, Match Tol.=0.05 Da
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #5524   RT: 30.85
     FTMS, HCD, z=+2, Mono m/z=756.36652 Da, MH+=1511.72576 Da, Match Tol.=0.05 Da
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Experiment Validated 

HGLDVALPTAGPVAK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #3835   RT: 35.67
     FTMS, HCD, z=+2, Mono m/z=723.41138 Da, MH+=1445.81548 Da, Match Tol.=0.05 Da

y₁₂⁺
1138.64355

y₁₄⁺
1308.74622

y₁₀⁺
924.54865

y₂⁺
218.14934

b₁₁⁺
1032.54370

b₆⁺
593.30237

b₄⁺
423.19775

b₂⁺
195.08719

b₇⁺
706.38641

y₈⁺
740.42847

200 400 600 800 1000 1200 1400

m/z

0

10

20

30

40

50

60

70

In
te

ns
ity

 [c
ou

nt
s]

 (1
0^

3)

     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_42.raw   #1217   RT: 10.14
     FTMS, HCD@32.00, z=+2, Mono m/z=723.40918 Da, MH+=1445.81108 Da, Match Tol.=0.05 Da
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Experiment Validated 

DSPATTHSPTPPSPK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1730   RT: 21.95
     FTMS, HCD, z=+2, Mono m/z=760.37128 Da, MH+=1519.73528 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_43.raw   #945   RT: 7.97
     FTMS, HCD@32.00, z=+2, Mono m/z=760.37714 Da, MH+=1519.74700 Da, Match Tol.=0.05 Da
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Experiment Validated 

NIQDVLAQNLSGGQK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #14484   RT: 62.12
     FTMS, HCD, z=+2, Mono m/z=792.92236 Da, MH+=1584.83744 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_44.raw   #1566   RT: 10.93
     FTMS, HCD@32.00, z=+2, Mono m/z=792.92059 Da, MH+=1584.83391 Da, Match Tol.=0.05 Da
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Experiment Validated 

TGLFTPDLAFEATVK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #19142   RT: 79.00
     FTMS, HCD, z=+2, Mono m/z=805.42761 Da, MH+=1609.84794 Da, Match Tol.=0.1 Da
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     Extracted from: Z:\Raja\HP_synthetic\HP_Lys_45.raw   #1352   RT: 11.81
     FTMS, HCD@32.00, z=+2, Mono m/z=805.42773 Da, MH+=1609.84819 Da, Match Tol.=0.1 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #3280   RT: 19.75
     FTMS, HCD, z=+2, Mono m/z=820.41412 Da, MH+=1639.82096 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_51.raw   #914   RT: 7.92
     FTMS, HCD@32.00, z=+2, Mono m/z=820.41449 Da, MH+=1639.82170 Da, Match Tol.=0.05 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #6455   RT: 58.70
     FTMS, HCD, z=+2, Mono m/z=794.47748 Da, MH+=1587.94768 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_52.raw   #1294   RT: 11.09
     FTMS, HCD@32.00, z=+2, Mono m/z=794.47949 Da, MH+=1587.95171 Da, Match Tol.=0.05 Da
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Experiment Validated 

AIESGILDRDLANNLK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #12393   RT: 66.22
     FTMS, HCD, z=+2, Mono m/z=871.47424 Da, MH+=1741.94120 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_53_r.raw   #1231   RT: 10.67
     FTMS, HCD@32.00, z=+2, Mono m/z=871.47620 Da, MH+=1741.94512 Da, Match Tol.=0.05 Da
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Experiment Validated 

DSMSAAEVGTGQYATTK 

y₁⁺
147.11261

y₁₄⁺
1383.67090

y₁₃⁺
1296.64331

y₈⁺
869.43506

y₇⁺
768.38776

b₃⁺-H₂O
316.09637

b₄⁺-H₂O
403.12796

y₅⁺
583.30963

y₁₂⁺
1225.60852

y₁₀⁺
1025.52649

y₉⁺
926.45850

y₃²⁺
175.11909

0 200 400 600 800 1000 1200 1400

m/z

0

5

10

15

20

25

30

In
te

ns
ity

 [c
ou

nt
s]

 (1
0^

3)

     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8021   RT: 40.83
     FTMS, HCD, z=+2, Mono m/z=858.89197 Da, MH+=1716.77666 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_61.raw   #1173   RT: 9.39
     FTMS, HCD@32.00, z=+2, Mono m/z=858.89087 Da, MH+=1716.77446 Da, Match Tol.=0.05 Da
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Experiment Validated 

SEAASVSTTNPSQGEDFK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #6822   RT: 36.88
     FTMS, HCD, z=+2, Mono m/z=927.92084 Da, MH+=1854.83440 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_64.raw   #1006   RT: 9.00
     FTMS, HCD@32.00, z=+2, Mono m/z=927.92090 Da, MH+=1854.83452 Da, Match Tol.=0.05 Da
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Experiment Validated 

DLVPEPGAAAGLEVFTQK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #17206   RT: 78.00
     FTMS, HCD, z=+2, Mono m/z=921.48877 Da, MH+=1841.97026 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_65.raw   #1264   RT: 11.61
     FTMS, HCD@32.00, z=+2, Mono m/z=921.48474 Da, MH+=1841.96221 Da, Match Tol.=0.05 Da
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Experiment Validated 

HQGVTVGMGQK 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #2401   RT: 20.08
     FTMS, HCD, z=+2, Mono m/z=571.29327 Da, MH+=1141.57926 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Lys_A3.raw   #786   RT: 10.36
     FTMS, HCD@39.00, z=+2, Mono m/z=571.29303 Da, MH+=1141.57878 Da, Match Tol.=0.1 Da
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Experiment Validated 

CVVAMPEVSSK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #8442   RT: 45.22
     FTMS, HCD, z=+2, Mono m/z=603.79724 Da, MH+=1206.58720 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_8.raw   #1314   RT: 9.93
     FTMS, HCD@32.00, z=+2, Mono m/z=603.79681 Da, MH+=1206.58635 Da, Match Tol.=0.05 Da
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Experiment Validated 

KADSVANQGTK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1266   RT: 9.40
     FTMS, HCD, z=+2, Mono m/z=559.79394 Da, MH+=1118.58060 Da, Match Tol.=0.05 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_10.raw   #953   RT: 8.15
     FTMS, HCD@32.00, z=+2, Mono m/z=559.79352 Da, MH+=1118.57976 Da, Match Tol.=0.05 Da
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Experiment Validated 

NDDIPEQDSLGLSNLQK 
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     Extracted from: F:\Raja\Human Proteome\3frame_Refseq_All_peptides_spectrum_details.mgf   #9384   RT: 61.93
     FTMS, HCD, z=+2, Mono m/z=943.46234 Da, MH+=1885.91740 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Lys_D12.raw   #733   RT: 11.76
     FTMS, HCD@39.00, z=+2, Mono m/z=943.46326 Da, MH+=1885.91924 Da, Match Tol.=0.1 Da
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Experiment Validated 

DEEKMELQELQLK 
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\Pseudogenes_All_peptides_spectrum_details.mgf   #12000   RT: 56.57
     FTMS, HCD, z=+2, Mono m/z=816.91150 Da, MH+=1632.81572 Da, Match Tol.=0.2 Da
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     Extracted from: Y:\Raja\HP_Synthetic-Peptides\HP_Lys_21.raw   #1278   RT: 10.52
     FTMS, HCD@32.00, z=+2, Mono m/z=816.91125 Da, MH+=1632.81523 Da, Match Tol.=0.2 Da
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Experiment Validated 

ADSVANQGTKVEGITNQGK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #5217   RT: 28.45
     FTMS, HCD, z=+2, Mono m/z=958.98712 Da, MH+=1916.96696 Da, Match Tol.=0.1 Da
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     Extracted from: F:\Raja\Human Proteome\GSSP_Synthetic\IOB_HP_Syn\HP_Synth_Lys_F8.raw   #712   RT: 10.15
     FTMS, HCD@39.00, z=+2, Mono m/z=958.99109 Da, MH+=1916.97490 Da, Match Tol.=0.1 Da
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Experiment Validated 

KADSVANQGTKVEGITNQGK 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1970   RT: 20.85
     FTMS, HCD, z=+2, Mono m/z=1023.03375 Da, MH+=2045.06022 Da, Match Tol.=0.1 Da
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     Extracted from: D:\Pandey Lab\Raja\HP_SYN_IOB_Lys_062413\062413\HP_Synth_Lys_F12.raw   #935   RT: 9.64
     FTMS, HCD@39.00, z=+2, Mono m/z=1023.03748 Da, MH+=2045.06767 Da, Match Tol.=0.2 Da
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Experiment Validated 
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     Extracted from: F:\Raja\Human Proteome\GSSPS_All_peptides_spectrum_details.mgf   #1672   RT: 20.10
     FTMS, HCD, z=+2, Mono m/z=666.37109 Da, MH+=1331.73490 Da, Match Tol.=0.1 Da
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     Extracted from: Z:\Raja\HP_synthetic\HP_Lys_31.raw   #1455   RT: 10.15
     FTMS, HCD@32.00, z=+2, Mono m/z=666.37042 Da, MH+=1331.73357 Da, Match Tol.=0.1 Da
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Experiment Validated 

CEFQEAYVLLSEKK 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #4520   RT: 46.18
     FTMS, HCD, z=+3, Mono m/z=581.95782 Da, MH+=1743.85891 Da, Match Tol.=0.1 Da
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     Extracted from: D:\Pandey Lab\Raja\HP_SYN_IOB_Lys_062413\062413\HP_Synth_Lys_Targeted_D5.raw   #802   RT: 9.58
     FTMS, HCD@39.00, z=+3, Mono m/z=581.95990 Da, MH+=1743.86515 Da, Match Tol.=0.2 Da
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Experiment Validated 

QALEKFEDSK 
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     Extracted from: F:\Raja\Human Proteome\Pseudogenes_All_peptides_spectrum_details.mgf   #9681   RT: 42.62
     FTMS, HCD, z=+2, Mono m/z=589.28992 Da, MH+=1177.57256 Da, Match Tol.=0.1 Da
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     Extracted from: Z:\Raja\HP_synthetic\HP_Lys_2.raw   #1057   RT: 8.71
     FTMS, HCD@32.00, z=+2, Mono m/z=589.29175 Da, MH+=1177.57622 Da, Match Tol.=0.1 Da
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