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Supplementary Fig. 1 Mutations in TNFRSF 3B in families with IgAD.

IgAD and CVID in families where the proband was shown to carry a heterozygous TACI mutation
(C104R, family 1, A181E, families 2-8 and R202H, families 9-10).

The proband is marked with an arrow. Individuals with IgAD are denoted by a filled quadrant and

patients with CVID with a half filled symbol.



