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Supplementary Figure 3. Principal Component Analysis of expression estimates from
entire organs and tissues (this study) and sorted root cells (Birnbaum, K. et al. A gene
expression map of the Arabidopsis root. Science 302, 1956-60; 2003).

Sorted cells and dissected parts of roots map to the same region of the PCA graph as entire
roots. PCA distances between cell types are comparable to the distances observed in entire
roots. The separation of the two datasets likely reflects differences in probe preparation and
hybridization conditions.



