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Supplementary Information 2 | Deregulation of Fos family members in cancer. 
 

Observation Tumor Type References 
FOS expression associates with high grade lesions/ 
Relapse/ Poor Outcome  

Osteosarcoma     1,2 

Downregulation of FOSB 
Upregulation and phosphorylation of FRA1/FRA2 

Breast Cancer 3 

FOS overexpression correlates with tumor progression 
and de-differentiation 

Endometrial Cancer 4 

Increased FOS expression 
FRA1 silencing (act as a tumor suppressor) 

Cervical Cancer 5 

FOS amplification and overexpression Ovarian Cancer   6 
FOS is a strong predictor of short survival Lung (NSCLC) 7 
FRA1  upregulation  Colorectal 8 
FRA1 upregulation and nuclear localization Skin tumors 9 
FRA1 overexpression Thyroid carcinoma 10 
FOS/ FRA1 overexpression Esophageal cancer 11 
FOS overexpression Hepatocellular    12 
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