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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable: 

- Accession codes, unique identifiers, or web links for publicly available datasets 

- A list of figures that have associated raw data 

- A description of any restrictions on data availability

Processed data is publicly available from the Bioconductor package spatialLIBD http://bioconductor.org/packages/spatialLIBD and https://github.com/

LieberInstitute/spatialLIBD.  

 

The raw data is publicly available from the Globus endpoint “jhpce#HumanPilot10x” that is also listed at http://research.libd.org/globus/. The raw data provided 

through Globus includes all the FASTQ files and raw image files. External data used in this project is detailed under “Methods: snRNA-seq spatial registration” as well 

as “Methods: Clinical gene set enrichment analyses”.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size No statistical methods were used to pre-determine sample sizes, but our sample sizes are greater than previous publications with the earlier 

Spatial Transcriptomics technology that preceded Visium (DOIs: 10.1126/science.aaf2403 and 10.1126/science.aav9776). 

 

Three high quality donors similar in age and primary diagnosis (all three are neurotypical controls) were selected for this study. Two are males 

and one is a female, with age at time of death from 30 to 46 years of age.

Data exclusions No data was excluded from the analyses. All aligned RNA-seq reads were used and all Visium spots were used, as typical scRNA-seq quality 

control metrics were related to the DLPFC layers.

Replication Spatially-adjacent replicates were obtained for all donor brains. Furthermore, for each donor, we obtained two pairs of spatially-adjacent 

replicates at a 300 micron distance between the pairs as shown in Figure 1. We verified that the spatial replicates samples clustered with each 

other as described in the Methods.

Randomization Samples were not randomized. We used the "block" argument in the analysis methods from scran for the 6 pairs of spatially-adjacent 

replicates as explained in the Methods: spot-level data processing. Given the sample size (3 donors) we did not adjust statistically for 

covariates such as sex and age.

Blinding Data collection and analysis were not performed blind to the conditions of the experiments.
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system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response. 
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Human research participants

Policy information about studies involving human research participants

Population characteristics Describe the covariate-relevant population characteristics of the human research participants (e.g. age, gender, genotypic 

information, past and current diagnosis and treatment categories). If you filled out the behavioural & social sciences study 

design questions and have nothing to add here, write "See above."

Recruitment Describe how participants were recruited. Outline any potential self-selection bias or other biases that may be present and 

how these are likely to impact results.

Ethics oversight Identify the organization(s) that approved the study protocol.

Note that full information on the approval of the study protocol must also be provided in the manuscript.




