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Combinations of isoform-targeted histone deacetylase
inhibitors and bryostatin analogues display
remarkable potency to activate latent HIV without
global T-cell activation.
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Supplementary Figure S1. HDAC inhibition in HeLa and primary T-cells.
Compounds at indicated concentrations were incubated with HelLa cells (a-c) or primary T-
cells (d) for 8h and WB performed for acetylated histone H3 (a marker of class | HDAC

inhibition) or acetylated tubulin (a marker for HDACSG, class |l HDAC) inhibition. Related to Fig.
5.
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Supplementary Figure S2. Combination LRA fractional differences per Bliss
independence prediction. The fractional difference (Af) is calculated by taking the
difference between the observed fractional response (fab0) and the predicted fractional
response (fap) to determine if the two drugs are truly independent. The predicted fractional
response (fapp) is found per the Bliss independence model by taking the observed fractional
response of drug A (f,), adding it to the observed fractional response of drug B (f,) and
subtracting the fractional response that might arise from a simultaneous response of drug A
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Supplementary Figure S3. Full unedited gels shown in Figure 3D of manuscript. (Top)
The right three lanes are shown in the figure. (Bottom) Actin blot for the same gel.



Supplementary Figure S4. Full unedited gels shown in Figure 5a, left (SDL148) of
manuscript. (top) H3-Lys-9-14. (center) a-Tubulin-Ac. (bottom) a-Tubulin



Supplementary Figure S5. Full unedited gels shown in Figure 5a, center (JMF1080) of
manuscript. (top) H3-Lys-9-14. (center) a-Tubulin-Ac. (bottom) a-Tubulin
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Supplementary Figure S6. Full unedited gels shown in Figure 5a, right (SDL256) of
manuscript. (top) H3-Lys-9-14. (center) a-Tubulin-Ac. (bottom) a-Tubulin
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Supplementary Figure S7. Full unedited gels shown in Figure 5b of manuscript. (top)
H3-Lys-9-14. (center) a-Tubulin-Ac. (bottom) a-Tubulin



Supplementary Table 1. Compounds developed through virtual screening to be isoform-
targeted HDAC inhibitors. Related to Figure 2.
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