
                                                            

Solyc01g005060_SlIDD12 ............................................................

Solyc01g007120         ............................................................

Solyc01g099340_SlIDD10 ............................................................

Solyc02g062940_SlIDD17 ............................................................

Solyc02g085580_SlIDD1  ............................................................

Solyc03g098070         ............................................................

Solyc03g121660_SlIDD11 ............................................................

Solyc04g008500_SlIDD4  ............................................................

Solyc04g056320_SlIDDb  ....................................MSFTGDLRH........LPPN...

Solyc04g080130_SlIDD18 ............................................................

Solyc05g054030_SlIDD5  ............................................................

Solyc06g062670_SlIDD2  ............................................................

Solyc06g065440         ..........................................................ME

Solyc06g072360_SlIDD9  ............................................................

Solyc06g075250_SlIDD7  ............................................................

Solyc07g053570_SlIDD8  ............................................................

Solyc08g063040_SlIDD16 ............................................................

Solyc08g080850         ..........................MEELADKIEIPQKAEDKKDEELEELEDEDEEGEL

Solyc09g007550_SlIDD13 ............................................................

Solyc09g065670_SlIDD15 ............................................................

Solyc09g074780_SlIDD3  ............................................................

Solyc10g084180_SlIDD14 ............................................................

Solyc11g017140         .....MPSDNHSFTNLN......................LHEQKWE..GSSYLDQEIRIE

Solyc11g066420         ......................................MIQGTSSSANNPQ.NIPLYS.S

Solyc11g069240_SlIDD6  ............................................................

AT1G03840_MGP/AtIDD3   ............................................................

AT1G14580_BLJ/AtIDD6   ............................................................

AT1G25250_FAL/AtIDD16  ............................................................

AT1G34370_AtSTOP1      ....METEDDLCNTNWGSSSSKSREPGSSDCGNSTFAGFTSQQKWE..DASILDYEMGVE

AT1G55110_AtIDD7       ............................................................

AT1G68130_AtIDD14      ............................................................

AT2G01940_SGR5/AtIDD15 ............................................................

AT2G02070_RVN/AtIDD5   ............................................................

AT2G02080_IME/AtIDD4   ............................................................

AT2G24990_AtIDDa       ..........................MEEVVLVTEPPPTIPP..VVEYEEEHDDDDDDDL

AT3G13810_AtIDD11      ............................................................

AT3G45260.1_BIB/AtIDD9 ............................................................

AT3G50700_AtIDD2       ............................................................

AT4G02670_AtIDD12      ............................................................

AT5G03150_JKD/AtIDD10  ............................................................

AT5G22890_STOP2        ..................................MHIHMMNRDEHIAKKVEGSISSFSGE

AT5G37350_AtIDDb       ..........................MEEVVVVAEPPPKITP..FVEYEEELEDDDDD.L

AT5G44160_NUC/AtIDD8   ............................................................

AT5G60470_EGRET/AtIDD13 ............................................................

AT5G66730_ENY/AtIDD1   ............................................................

Os03g0197800_OsIDD1    ............................................................

Os01g0195000_OsIDD2    ............................................................

Os09g0555700_OsIDD3    ............................................................

Os02g0672100_OsIDD4    ............................................................

Os07g0581366_OsIDD5    ............................................................

Os08g0554400_OsIDD6    ............................................................

Os02g0518500_OsIDD7    ............................................................

Os01g0242200_OsIDD8    ............................................................

Os01g0935000_OsIDD9    ............................................................

Os04g0566400_OsIDD10   ............................................................

Os01g0572300_OsIDD11   ............................................................

Os08g0467100_OsIDD12   ............................................................

Os09g0449400_OsIDD13   ............................................................

Os03g0237250_OsIDD14   ............................................................

Os01g0888700_OsIDDa    ............................................................

Os01g0871200_OsIDDb    MDSGLGRSSETSLKALPSMASNATRNTDPDQQGVRFSSMDQPPCFARPGQSFPAFPPLFG

Os03g0838800_OsIDDc    ....................................MYLEQDEDFSQMIMELCDFDASST

Os04g0165200_ART2      ......................................MNPQ.................E

Os07g0162300_OsIDDe    ..........................MKRSGRTPTWP.......................

Os10g0419200_Ehd2      ............................................................

Os08g0562300_OsIDDf    ......................................MIPGGGGGGGGGG..ISPYLVQ

Os02g0572900_STOP1     ....................................MKSTTHLLAGGGGGGSVAPPTAAT

Os12g0170400_DART1     .......MDRDQMTN.......................TMRDQAANLTSMNPLFYPFMAD

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12 ...............................................MLDN.........

Solyc01g007120         ..................................MKLDVNVLRYLSKDDFRVLTAVEMGM

Solyc01g099340_SlIDD10 ...................................MSNSNLSSG..NSSE.....EADET

Solyc02g062940_SlIDD17 ....................................................MNDCVGSG

Solyc02g085580_SlIDD1  ..........................................MPADPDNSSAMNDSTGSG

Solyc03g098070         ............................................................

Solyc03g121660_SlIDD11 ............MKDLMNQQAQVPGVVMEENMSNLTSASG.EASVSSSNR.....NDNNN

Solyc04g008500_SlIDD4  ................................M..REE......ELSQ............

Solyc04g056320_SlIDDb  ......TIGD.......................DPMVPLLNLSAVQTRMDSLQKFLSDSV

Solyc04g080130_SlIDD18 ....................................................MAEIEKSA

Solyc05g054030_SlIDD5  .........................................MLTSNSFLFG........A

Solyc06g062670_SlIDD2  ...............................MSIVTCEEA.AASLSSSS........NMN

Solyc06g065440         QQAN..............QSNENHDF.AGLQEWDPRAMLKSMSFLEQKIHQLRELVRIIV

Solyc06g072360_SlIDD9  ..........................................................MT

Solyc06g075250_SlIDD7  ..................................MMSD..DGLSSLAFI..........Q

Solyc07g053570_SlIDD8  ..............................................MTEEV...ISN..G

Solyc08g063040_SlIDD16 ...........MIKGMLGDDSMSN..........LTSASNEASISSTNNR.....IEIGS

Solyc08g080850         SWSSDSEIGEALDYLDTKDNSESNVGAFSLQTRRPNAHGGLHTRPNSSALQPLSNRTQKF

Solyc09g007550_SlIDD13 ..................................MMSG..DLFSIHQ............Q

Solyc09g065670_SlIDD15 ............................................................

Solyc09g074780_SlIDD3  ...................................MSNISGEEGSFSSGE.....EAHLH

Solyc10g084180_SlIDD14 ..................................MMSG..DVFSFPSSV......KAVLP

Solyc11g017140         QQFTGFAKPKHTSEMD.QQGNQNHDT.TRIHDWDPRALLNNLSFLEQKIHQLQELVHLIV

Solyc11g066420         NHHPNNN........IQEDIFSSSSSSYQQN.....SFLFNLSLLKEKVHQVQSLATMFI

Solyc11g069240_SlIDD6  ..................................MMSN..DGLS................

AT1G03840_MGP/AtIDD3   ..............................................MTTED.QTISSSGG

AT1G14580_BLJ/AtIDD6   ..............MDLCSFSKNRP....AEKM..SSSYNTIALSSTPTFLLSSAAAGPG

AT1G25250_FAL/AtIDD16  .......................................MIHYEQNNNLQNL........

AT1G34370_AtSTOP1      PGLQES...........IQANVDFLQGVRAQAWDPRTMLSNLSFMEQKIHQLQDLVHLLV

AT1G55110_AtIDD7       .........MMMNRDILFHQQQQQ..QMEENMSNLTSASGDQASVSSGNR.....TETSG

AT1G68130_AtIDD14      .......................................MIDYERSNTTKNINTHHHNPP

AT2G01940_SGR5/AtIDD15 .........................................MRTDQVMLSNKNTNTCCVV

AT2G02070_RVN/AtIDD5   ...............MAASSSSAAS....FFGV..RQD......DQSHLLPPNSSAAAPP

AT2G02080_IME/AtIDD4   ................MSSSSYNTS....VIPS..SSS......SAQPFFITSS...GTG

AT2G24990_AtIDDa       SLSSDSDIAEALDWLDGKDDDELIGGGFSLHARRPNAHGGHGSRPNSSSLQPISNKAQKL

AT3G13810_AtIDD11      ...............MLLHQHQQP..QQDENMSNLTSASGDQASVSSGNI.....TEASG

AT3G45260.1_BIB/AtIDD9 .................................MMMPDDHHPLSFPSYV..........L

AT3G50700_AtIDD2       ..........................................MPVDLD.....NSSTVSG

AT4G02670_AtIDD12      .......................MDMFSSHSLSYKLSSLSTEASASSGNNTLS..TIQEF

AT5G03150_JKD/AtIDD10  ................................MQMIPG..DPFSISSSMGGFVHQETHLH

AT5G22890_STOP2        TSTSSKQ........IYVNPVTTTGTKSMEDDDVSLSLLYNLSTLHEKVHQIQSLVSFYM

AT5G37350_AtIDDb       SLSSDSDIAEALDWLDGKDDDELIGGGFSLHARRPNAHGGHGSRPNSSALQPISNKAQKL

AT5G44160_NUC/AtIDD8   ..............................................MTSEVLQTISSGSG

AT5G60470_EGRET/AtIDD13 .............................MNQDMMIPHNHDRLSFSSFV..........H

AT5G66730_ENY/AtIDD1   ..........................................MPVDLD.....NSSTVSG

Os03g0197800_OsIDD1    ..............................................MEVETSSGTAERGA

Os01g0195000_OsIDD2    ...........MMLKDLAEIQQQQ..........LLAAAEEN....MSN.......LTSA

Os09g0555700_OsIDD3    .................MAAASSAP....FFGL...GD.........TQMPPPQNPTNPA

Os02g0672100_OsIDD4    .............MASNSSAAAVAA....LFGI.RDGDHEDQIKPLFAQQQQHHHHQPPM

Os07g0581366_OsIDD5    ...............................................GGWSCGGGRSRGD

Os08g0554400_OsIDD6    .................MAAASSAH....YFGL...GE.........PQMQ..QQQQQPP

Os02g0518500_OsIDD7    ...................................MSHTSEEESLNNLQQ.....QPKLE

Os01g0242200_OsIDD8    ..............................................MATSEAAAISNPFA

Os01g0935000_OsIDD9    ...............MEEFELQQQPYYSK..............LLLGSPLEIANVDDSDL

Os04g0566400_OsIDD10   .............MASNSSAAAAAA....FFGISRDGDQHDQIKPLISHQQHQHQQQQLA

Os01g0572300_OsIDD11   ...........MFHHHLQQQQQQEE..EEGGGLFLVEEAAEA....ADQQ.....QESSM

Os08g0467100_OsIDD12   ........................................MLSSCAPTAVPPQDASGAAT

Os09g0449400_OsIDD13   ........................................MLGSCAPTTAGPPPDEATTP

Os03g0237250_OsIDD14   ..............................MALVKSHHQMLASSSTSSSSPSSQQQQPPP

Os01g0888700_OsIDDa    ..................................MKLDVNALRYLSKDDFRVLTAVEMGM

Os01g0871200_OsIDDb    VQSSSLYLPDDIEAKIGNQFESNPSPNNPTMDWDPQAMLSNLSFLEQKIKQVKDIVQSMS

Os03g0838800_OsIDDc    TQAR..................HGGEAAAAAAGNARAVLTYLTFLEQKIGHLRGIISSTP

Os04g0165200_ART2      FQFFQGV........EQEMLLLSHGGGGAAAAASDDVLAYHVGVLRDKVQQLEPLVGMVV

Os07g0162300_OsIDDe    MRSTGS........................TARRPNAHGGVLSRP....FQPISNRTQKL

Os10g0419200_Ehd2      ..............MLLSDLSSDQEATGSNSHGGGGGDRMVVGSHGAAHVVLSNLFLPPA

Os08g0562300_OsIDDf    SQHGHGG........GVDGMEMEEGGGFMGEQPQCHPLLYNLSVLKDRVQQLHPLVGLAV

Os02g0572900_STOP1     APTLAMEVGDP....SGALVGGAGGAGAGGGDGDARDALLRLVALGDRMAAVRRRIAASI

Os12g0170400_DART1     DALLGMAPP........PPQQLLPSVSIQHMDWSPDTMLDNLTFIEEKIRQVKDVIRSMA

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12                                     RKR                     .SSSS...........EALINSGD.........SNR   ....RPAGT............

Solyc01g007120                                              HH                     RNHEIVP..CELIDRIARLKHGGTYKVLKNLLKHKLV  DSSKYDGFR............

Solyc01g099340_SlIDD10                                     KRR                     P..YV.........LS..STSDGSSAHQQHSQTNNK   ....KLPGN............

Solyc02g062940_SlIDD17                                     KKR                     EVSVL..........SSGDQTAPCKE.......AAK   ....NLPGM............

Solyc02g085580_SlIDD1                                      KKR                     EASVS..........SSGNQVVPLKE.......SAK   ....NLPGM............

Solyc03g098070         ............................................................

Solyc03g121660_SlIDD11                                     KKR                     NNNNNIYPHHQYNFAPPNQQTQPAQQ........IK   ....NQPGN............

Solyc04g008500_SlIDD4                                      KRR                     ....N.........QQENLLQAQ........APS.K   ....NQPGT............

Solyc04g056320_SlIDDb  NSNT.......LLGQHQMNMVSDEITSAIHQIIVNGAALLSSAQLTNP............

Solyc04g080130_SlIDD18                                     RKR                     EESII.............QQNFP...........VK   ....NLPGN............

Solyc05g054030_SlIDD5                                      RKR                     PSNYS...........DPFSSPENG.......FIIK   ....RPAGT............

Solyc06g062670_SlIDD2                                      KKR                     NDTNG.......AFCYPPQHQLVTQQ........IK   ....NQPGN............

Solyc06g065440         DHRSLAGIQGSDLSIQQQQLITADLTSIIIQLISTAGSLLPTVKHQAN...PPTKRLEQ.

Solyc06g072360_SlIDD9                                      RKR                     SSEIN...........ENSCINNNN........NNK   ....RPAGT............

Solyc06g075250_SlIDD7                                      RKR                     DPNSN.........PTNNNPNPNSN.......PSAK   ....NLPGK............

Solyc07g053570_SlIDD8                                      KKK                     FTHDN.........SIE............GSNPPPL   ...RNLPGN............

Solyc08g063040_SlIDD16                                     KKR                     HVLYP.........QLQNIQTQPPP.........NK   ....NLPGN............

Solyc08g080850                                               K                     ANHIRASPLEEWEGRIKVGMSNSVTTAIRGSVRDMAIG TKTTEKADR............

Solyc09g007550_SlIDD13                                     KRR                     QHQQV.........LVEQNPNPKAN.......SSSK   ....NLPGT............

Solyc09g065670_SlIDD15                                     KKR                     .............MVSNHNHHEQPPK........IK   ....NLPGN............

Solyc09g074780_SlIDD3                                      KKR                     TSNNN.........ISSITTSNGSTSQSQQQQPLAK   ....NLPGN............

Solyc10g084180_SlIDD14                                     KRR                     HHHQE.........LQTANPNPKPN.......TSSK   ....NLPGT............

Solyc11g017140         GRRGQDEVQGNDLIVQQQQLITADLTSIIVQLISTAGSLLPTMKYTLSSAIPAASQLGQ.

Solyc11g066420         TPDNQT...IIHPPPESISMIIANMGTLIQEIITTSSSLMFSCQKIVLDSTSLSQNSSRY

Solyc11g069240_SlIDD6                                      R                       .................................CSM .......................

AT1G03840_MGP/AtIDD3                                       KKK                     YVQSS.........STTDHVDHHHHDQHESLNPPLV   ...RNLPGN............

AT1G14580_BLJ/AtIDD6                                       KRR                     PNNFN.........RQEAAMTMVQQQPTSSVAPPPK   ....NQPGN............

AT1G25250_FAL/AtIDD16                                      RKR                     PSSSS...........NDLLLGING.....ADATHK   ....RPAGT............

AT1G34370_AtSTOP1      GRGGQLQGRQDELAAQQQQLITTDLTSIIIQLISTAGSLLPSVKHNMS..TAPGPFTGQ.

AT1G55110_AtIDD7                                           RKR                     SNINQ.........HHQEQCFVPQSS........LK   ....NQPGN............

AT1G68130_AtIDD14                                          RKR                     PSSSS...........SDLLPDGNG.....TAVTQK   ....RPAGT............

AT2G01940_SGR5/AtIDD15                                     RKR                     SSSSS...........DPFLSSSENGVTTTNTSTQK   ....RPAGT............

AT2G02070_RVN/AtIDD5                                       KKR                     PPPPH.........HQAPLPPLE........APPQK   ....NQPRT............

AT2G02080_IME/AtIDD4                                       KRR                     DNDFN.........RKDTFMSMIQQPNSS..APPPK   ....NQPGN............

AT2G24990_AtIDDa                                             R                     TSHVRASPLEGWEGRVKVGMSNSVTTAIRGSLRDTEIG SRNTDKADR............

AT3G13810_AtIDD11                                          K                       SNYFP.........HHQQQQEQQQQQ........IQ LS....CSWTDSLFQLFDTVTFL

AT3G45260.1_BIB/AtIDD9                                     RKR                     HQEHI.........APNPNPNPNPTSS.....NSAK   ....NLPGN............

AT3G50700_AtIDD2                                           KKR                     EASVSI........SSTGNQNPLPNS.......TGK   ....NLPGM............

AT4G02670_AtIDD12                                          KKR                     SGFHN........VISSVCTHTETHK........PK   ....GLPGN............

AT5G03150_JKD/AtIDD10                                      KKR                     HLQQQ.........IPDLNPNSNPNPNAKPNSSSAK   ....NQPGT............

AT5G22890_STOP2        VSTNN.....INQSSGSTSLAVANIGSLVQEIITAASSMLYTCQQLQIGSN.........

AT5G37350_AtIDDb                                             R                     TSHVRASPLEGWEGRVKVGMSNSVTTAIRGSLRDTEIG SRNTDKADR............

AT5G44160_NUC/AtIDD8                                       KKK                     FAQPQ.........SSS.TLDHDES....LINPPLV   ...RNLPGN............

AT5G60470_EGRET/AtIDD13                                     KKR                     DQEHI.........TPNPYPNSQPAAST....KTPK   ....NLPGN............

AT5G66730_ENY/AtIDD1                                       KKR                     DASV..........SSTGNQNLTPKS.......VGK   ....NLPGM............

Os03g0197800_OsIDD1                                        KKR                     GAGAQ..........QQPPPQPQPQP.......PAK   ....ALPGM............

Os01g0195000_OsIDD2                                        KKR                     SGDQA.........SVSSHPAPPP..........AK   ....SLPGN............

Os09g0555700_OsIDD3                                        KKR                     LHHHP.........NPSPAPVAA.......AAPAPK   ....NQPGN............

Os02g0672100_OsIDD4                                        KKR                     APSNA.........AAAASAAGSAAGQAAVAAPPAK   ....TLP..............

Os07g0581366_OsIDD5    .ATQS..........DGDGGGARAGG.......GAGSGG....GGGGA............

Os08g0554400_OsIDD6                                        KKR                     LQNN............AAAPVAA.......TPP.PK   ....NQPGN............

Os02g0518500_OsIDD7                                        KRR                     A...................CAAGSSKGDTVMPVVK   ....GHPGN............

Os01g0242200_OsIDD8                                        KKK                     PLTNH.........QQE..........HPPPPPPPA   ...RNLPGT............

Os01g0935000_OsIDD9                                         KK                     QLVAG.........VPS..........DPPPAPPTAV  KKKRSLPGT............

Os04g0566400_OsIDD10                                       KKR                     ASLTG.........VATAAPTAASSQGAPPAAPPAK   ....NLPA.............

Os01g0572300_OsIDD11                                       RKR                     SNLTS.........SASTVPPPPPPSSGNNGNNSNK   ....SLPGN............

Os08g0467100_OsIDD12                                       KKR                     EPFRS...........LQIATAGA.........AAK   ....RPAGT............

Os09g0449400_OsIDD13                                       KKR                     EPFRS...........LQIATASAG........SAK   ....RPAGT............

Os03g0237250_OsIDD14                                       RKR                     PASNS...........SSLAAAAAD.....QPSPAK   ....RPPGT............

Os01g0888700_OsIDDa                                         HH                     RNHEIVP..AELVDRIAGLKHGGTYKVLRNLLKNKLV  DATKYDGYR............

Os01g0871200_OsIDDb    NRESQVAG.GSSEAQAKQQLVTADLTCIIIQLISTAGSLLPSMKNPISS.NPALRHLSNT

Os03g0838800_OsIDDc                                        K                       N..............PPPQIVAAELSCIVVQLVSIS NLAAARR................

Os04g0165200_ART2      VSPAAP...HGQLRRDAAAMAASSACSVLQEITAAASAVAHRLEQANAASS.........

Os07g0162300_OsIDDe                                          K                     ASHIRATPLEEWEGRMNVGMSNSVTTAIRDSIRETAIG TRNTEKADR............

Os10g0419200_Ehd2                                          KKR                     AAAAAT......MLLPAAPVMVRPAAMAAAQEPRAK   ....SLPGN............

Os08g0562300_OsIDDf    AHNAHA...HGPLD.......VSAADAIIQEIVAAASSMMYAFQLLCDLGT.........

Os02g0572900_STOP1     SGESG......PLSSSDIHSVSSEISSAAHLVVLNAASLLSSTVASLP............

Os12g0170400_DART1     GRRAS....SSSAATPEQQLVNADLTCLIVQLISTAGSLLPSLKNSSFLSRTTPPPAAA.

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 



                                                            

Solyc01g005060_SlIDD12 ............................................................

Solyc01g007120         ............................................................

Solyc01g099340_SlIDD10 ............................................................

Solyc02g062940_SlIDD17 ............................................................

Solyc02g085580_SlIDD1  ............................................................

Solyc03g098070         ............................................................

Solyc03g121660_SlIDD11 ............................................................

Solyc04g008500_SlIDD4  ............................................................

Solyc04g056320_SlIDDb  ...................................PPPPPPPPRPSSSAELKINLKSNHK

Solyc04g080130_SlIDD18 ............................................................

Solyc05g054030_SlIDD5  ............................................................

Solyc06g062670_SlIDD2  ............................................................

Solyc06g065440         ......FGG...........ASVPSETGTN.IGALTCNGYVPKAK.DQLSHVDQMGDC..

Solyc06g072360_SlIDD9  ............................................................

Solyc06g075250_SlIDD7  ............................................................

Solyc07g053570_SlIDD8  ............................................................

Solyc08g063040_SlIDD16 ............................................................

Solyc08g080850         ............................................................

Solyc09g007550_SlIDD13 ............................................................

Solyc09g065670_SlIDD15 ............................................................

Solyc09g074780_SlIDD3  ............................................................

Solyc10g084180_SlIDD14 ............................................................

Solyc11g017140         ......VGG...........VTVPSTAGTS.AGGLTCNDGVAKLE.DQSNHIDQLRDCGI

Solyc11g066420         ....REPSQNDVGHGQGQGQVDHLLQDYDWYVDNYNSNCNTHEDNKNHVTSSSTIIASST

Solyc11g069240_SlIDD6  ............................................................

AT1G03840_MGP/AtIDD3   ............................................................

AT1G14580_BLJ/AtIDD6   ............................................................

AT1G25250_FAL/AtIDD16  ............................................................

AT1G34370_AtSTOP1      ......PGS...........AVFPYVREANNVASQSQNNNNCGAR.EFDLPKPVLVDE..

AT1G55110_AtIDD7       ............................................................

AT1G68130_AtIDD14      ............................................................

AT2G01940_SGR5/AtIDD15 ............................................................

AT2G02070_RVN/AtIDD5   ............................................................

AT2G02080_IME/AtIDD4   ............................................................

AT2G24990_AtIDDa       ............................................................

AT3G13810_AtIDD11      E...........................................................

AT3G45260.1_BIB/AtIDD9 ............................................................

AT3G50700_AtIDD2       ............................................................

AT4G02670_AtIDD12      ............................................................

AT5G03150_JKD/AtIDD10  ............................................................

AT5G22890_STOP2        ......NNNNDIDNDQ...TVDAMVLEFSRQETDPGHDFVQESTNLFGVQERGQISFP.D

AT5G37350_AtIDDb       ............................................................

AT5G44160_NUC/AtIDD8   ............................................................

AT5G60470_EGRET/AtIDD13 ............................................................

AT5G66730_ENY/AtIDD1   ............................................................

Os03g0197800_OsIDD1    ............................................................

Os01g0195000_OsIDD2    ............................................................

Os09g0555700_OsIDD3    ............................................................

Os02g0672100_OsIDD4    ............................................................

Os07g0581366_OsIDD5    ............................................................

Os08g0554400_OsIDD6    ............................................................

Os02g0518500_OsIDD7    ............................................................

Os01g0242200_OsIDD8    ............................................................

Os01g0935000_OsIDD9    ............................................................

Os04g0566400_OsIDD10   ............................................................

Os01g0572300_OsIDD11   ............................................................

Os08g0467100_OsIDD12   ............................................................

Os09g0449400_OsIDD13   ............................................................

Os03g0237250_OsIDD14   ............................................................

Os01g0888700_OsIDDa    ............................................................

Os01g0871200_OsIDDb    LCAPMILGTNCNLRPSANDEATIPDISKTHDYEELMNSLNTTQAESDEMMNCQNPCGGEG

Os03g0838800_OsIDDc    .......GG............................DDADADAKHDGS...........

Os04g0165200_ART2      .....ASFRRGVAFADDAHAAGGVQMFAAGAHGGGQGGDDEAGASLFHHHGPPAVGAPTV

Os07g0162300_OsIDDe    ............................................................

Os10g0419200_Ehd2      ............................................................

Os08g0562300_OsIDDf    .....APTT..APSQETAAASAVVVKNNDHAADAGQMEDDHLMQQQWQQNGSRQHDYSSH

Os02g0572900_STOP1     ...................................APPPPP...ATTVQELPPVVVS...

Os12g0170400_DART1     ......AGA..........AQAVSLAAGESSSSARNNETNREDEEEQMGSPDYDELFKVW

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12                       P P A     EVV LSP  LL S RYICDIC  GFQRD...................... D D .....   S   KT  E D       DQ     

Solyc01g007120                                         D L I           V      G   D......................LTYLG....Y F A KTLVNRGMFNG GRQIGV KES 

Solyc01g099340_SlIDD10                       P P A     EVI LSP  LMAT RFICEVC KGFQRE...................... D S .....   A   KT    N       N      

Solyc02g062940_SlIDD17                       P P A     EVV LSP  LLAT RFVCEIC KGFQRD...................... D N .....   A   KT    N       N      

Solyc02g085580_SlIDD1                        P P A     EVI LSP  LLAT RFVCEIC KGFQRD...................... D D .....   A   TT    N       S      

Solyc03g098070         ............................................................

Solyc03g121660_SlIDD11                       P P A     EVI LSP  LMAT RFVCEIC KGFQRD...................... D E .....   A   KT    N       N      

Solyc04g008500_SlIDD4                        P P A     EVI LSP  LMAT RFLCEVC KGFQRE...................... S D .....   A   NT    N       N      

Solyc04g056320_SlIDDb                          G       EII L    LLA     CD C KGF RDRSFPEFDRRDFESKVEVLDEEEED GD....W   E DAVE   EHIHF  F G   K  

Solyc04g080130_SlIDD18                       P P A     EVI LSP  LMAT RFVCEIC KGFQRD...................... D E .....   A   RT    N       N      

Solyc05g054030_SlIDD5                        P P A      VV LT   LM S RYVCEIC   FQRE...................... D D .....Q  Y  AEM  E D       NLS    

Solyc06g062670_SlIDD2                        P P A     EVI LSP  LVAT RF CEIC KGFQRD...................... D E .....   A   KT    N  F    N      

Solyc06g065440                                 P       EIL L    ILA     C IC KGF RD....FVDEHEAKDEDEPHEEENLP GS....Y   Q EKEE   PHTHF T  G   K  

Solyc06g072360_SlIDD9                        P P A     EVV LSP  LL S RYICEIC  GFQRD...................... D D .....   S   KT  E D       NQ     

Solyc06g075250_SlIDD7                        P P A     EVI LSP  LMAT RFICEIC KGFQRD...................... D D .....   A   KS    N       N      

Solyc07g053570_SlIDD8                        P P A     EVI LSP  LMAT RFLCEIC KGFQRD...................... D E .....   A   KT    N       G      

Solyc08g063040_SlIDD16                       P P A     EVV LSP  LLAT RFVCEIC KGFQRD...................... D E .....   A   RS    N       N      

Solyc08g080850                                           M L         H I      G    ......................ATVEQAIDPRTR V FKMLNRGVF D NGCIST KEAN

Solyc09g007550_SlIDD13                       P P A     EVI ISP  LMAT RFICEIC KGFQRD...................... D D .....   A   KT    N       N      

Solyc09g065670_SlIDD15                       P P A     EVV LSP  LLAT RFVCEIC KGFQRD...................... D D .....   A   KT    N       N      

Solyc09g074780_SlIDD3                        P P A     EVV LSP  LMAT RFVCEIC KGFQRD...................... D N .....   A   TT    N       N      

Solyc10g084180_SlIDD14                       P P A     EVI LSP  LMAT RFICEIC KGFQRD...................... D D .....   A   KS    N       N      

Solyc11g017140                                 P       EIL L    ILA     C IC KGF RDEHNHAADEHELKDEDEAEEEENLP GS....Y   Q EKEE   PHTHF T  G   K  

Solyc11g066420                               G         DIV L    LLA     C IC KGF RDISHDNYYSKEFGKKELLLSTSK KVVNEENNY   E DASD   KYTHY Q  G   K  

Solyc11g069240_SlIDD6                          P A     EVI LSP  LMAT RFVCEIC KGFQRD.......................D N .....   A   KS    N       N      

AT1G03840_MGP/AtIDD3                         P P A     EVI LSP  LMAT RFLCEIC KGFQRD...................... D E .....   A   KT    N       G      

AT1G14580_BLJ/AtIDD6                         P P A     EVI LSP  IMAT RFLCEVC KGFQRE...................... N D .....   A   KT    N       N      

AT1G25250_FAL/AtIDD16                        P P A     EVV LSP  LL S RYVCEIC  GFQRD...................... D D .....   S   RT  E D       NQ     

AT1G34370_AtSTOP1                              P       EIL L    ILA     C IC KGF RDREGHVVEEHEMKDEDDVEEGENLP GS....Y   Q EKEE   PHTHF T  G   K  

AT1G55110_AtIDD7                             P P A     EVM LSP  LMAT RFICEVC KGFQRD...................... D E .....   A   KT    N       N      

AT1G68130_AtIDD14                            P P A     EVV LSP  LL S RYVCEIC  GFQRD...................... D E .....   S   RT  E D       NQ     

AT2G01940_SGR5/AtIDD15                       P P A     EVV LSP  LL S RYICEIC  GFQRD...................... D D .....   S   RT  E D       NQ     

AT2G02070_RVN/AtIDD5                         P   A     EVI LSP  LMAT RFICEVC KGFQRE...................... NSD .....   A   KT    N       N      

AT2G02080_IME/AtIDD4                         P P A     EVV LSP  LMAT RFICDVC KGFQRE...................... N D .....   A   KT    N       N      

AT2G24990_AtIDDa                                         M L           V      G    ......................ATVEQALDPRTR V FRMLNRGVFND NGCIST KEAN

AT3G13810_AtIDD11                              P       EVI LSP  LMAT RFVCEIC KGFQRD.....................ILY ES.....   A   KT    N       N      

AT3G45260.1_BIB/AtIDD9                       P P A     EVI LSP  LM T RFICEVC KGF RD...................... D D .....   A   NS  T N       N   K  

AT3G50700_AtIDD2                             P P       EVI LSP  LLAT RFVCEIC KGFQRD...................... D ES.....   A   KT    N       N      

AT4G02670_AtIDD12                            P P A     EVI LSP  LLAT RFVCEIC KGFQRD...................... D D .....   A   KT    N       N      

AT5G03150_JKD/AtIDD10                        P P A     DVI LSP  LMAT RFVCEIC KGFQRD...................... D D .....   A   TT    N       N      

AT5G22890_STOP2                                        DIL L    LLA     C IC KGF RDQNLDWYNTETINPK.....KDKHRSKPSSGSY   E DVAD   KYTHY Q  G   K  

AT5G37350_AtIDDb                                         M L           V      G    ......................ATVEQALDPRTR V FRMLNRGVFND NGCIST KEAN

AT5G44160_NUC/AtIDD8                         P P A     EVI LSP  LMAT RFLCEVC KGFQRD...................... D E .....   A   TT    N       G      

AT5G60470_EGRET/AtIDD13                       P P A     EVI LSP  LMAT RF CEIC KGFQRE...................... D N .....   S   KS    N  F    N      

AT5G66730_ENY/AtIDD1                         P P A     EVI LSP  LMAT RFVCEIC KGFQRD...................... D D .....   A   KT    N       N      

Os03g0197800_OsIDD1                          P P A     EVI LSP  LLAT RFVCEIC KGFQRD...................... D D .....   A   KT    N       N      

Os01g0195000_OsIDD2                          P P A     EVI LSP  LMAT RYVCEIC KGFQRD...................... D E .....   A   RT    N       G      

Os09g0555700_OsIDD3                          P P A     EVI LSP  LMAT RFVCEVC KGFQRE...................... N D .....   A   RT    N       N      

Os02g0672100_OsIDD4                            P A     EVI LSP  LLAT RFVCEVC KGFQRE.......................D D .....   A   KT    N       N      

Os07g0581366_OsIDD5                          G P A     EVI LSP  LLAT RFVCEVC KGFQRD...................... D D .....   A   GT    N       G      

Os08g0554400_OsIDD6                          P P A     EVV LSP  LLAT RFVCEVC KGFQRE...................... N D .....   A   HT    N       N      

Os02g0518500_OsIDD7                          P P V     EVV LSP  LLAT RYICEVC KGFQRD...................... D D .....   A   KT    N       H      

Os01g0242200_OsIDD8                          P P A     EVI LSP  LMAT RFVCEIC KGFQRD...................... D E .....   A   RT    N       G      

Os01g0935000_OsIDD9                          P P A     EVV LSP  LLAT RFVCEIC KGFQRD...................... D S .....   A   RT    N       G      

Os04g0566400_OsIDD10                           P A     EVI LSP  LLAT RFVCEVC KGFQRE.......................D D .....   A   KT    N       N      

Os01g0572300_OsIDD11                         P P A     EVV LSP  LMAT RFVCEIC KGFQRD...................... D E .....   A   AT    N       G      

Os08g0467100_OsIDD12                         P P A     EVV LSP  LL S RYVCEIC  GFQRD...................... D D .....   S   RT  E D       NQ     

Os09g0449400_OsIDD13                         P P A     EVV LSP  LL S RYVCEIC  GFQRD...................... D D .....   S   RT  E D       NQ     

Os03g0237250_OsIDD14                         P P A     EVV LSP  LL S RYVCEIC  GFQRE...................... D D .....   A   RT  E D       GQ     

Os01g0888700_OsIDDa                                    D L I           V      G   D......................LTYLG....Y F A KTLVNRGVFAS GRQIGV KES 

Os01g0871200_OsIDDb                            P        VL L    ILA     C IC KGF RDSEPIPMEDHDVKESDDGGERENLP GS....YV  Q EKEE   PHTHF L  G   K  

Os03g0838800_OsIDDc                          P         EVV I    ILA     C VC KGF RD........SDADEGADGDGERA PRGS....Y   Q EKEE   PHVHF G  G   K  

Os04g0165200_ART2                                      DVV L    LLA     C VC KGF RDFRAGATTTAAASSS.....GGGDDDGDGDGEV   E EASY   RYTHY Q  G   K  

Os07g0162300_OsIDDe                                      M L           I      G    ......................ATVEQAIDPRTR V FKMLNRGVFNT NGCIST KEAN

Os10g0419200_Ehd2                            P P A     EVI LSP  LVAT RFVCEVC KGFQRD...................... D E .....   A   RA    N       N      

Os08g0562300_OsIDDf                                     II L    LLA     C VC KGF RDAHAPPVFHSETAAP.....AGATSATD.....T  E DAAE   KYTHY Q  G   K  

Os02g0572900_STOP1                                     DVV L    LLA     CDIC KGF RD..VPQ..........EPPQEAAKGDGD....Y   E DASE   EHVHF    G   R  

Os12g0170400_DART1                           P   A     EVL L    ILA     C IC KGF RDTNGGAMDECVGAAGDEQDAREN AAA EEEKY   Q EEDE   PHTHF G  G   K  

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12 QNLQMHRR H VPWKL  R                            KKRVFVCPE  CL        R K     VK ..E......................IEV         PS  

Solyc01g007120             VK  G  L  KL                                    V      LIFEV  ED TV AM  HRLG......................RVSFR....A KSKRDY 

Solyc01g099340_SlIDD10 QNLQLHRRGH LPWKL  K                            KKRVYICPE  CI          N     KQ T......................S.NEI         SS  

Solyc02g062940_SlIDD17 QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     RQ S.......................SNEV         TT  

Solyc02g085580_SlIDD1  QNLQLHRRGH LPWKL  R                            KKRVYVCPE  CV          N     RQ S.......................SNEV         SS  

Solyc03g098070             MHRR H VPWKL  R                            RKRVFVCPE  CL....    R K     LK ET.......................PIV         PT  

Solyc03g121660_SlIDD11 QNLQLHRRGH LPWKL  R                             KKVYVCPE  CV          N     KQ T......................SKEIR.        TS  

Solyc04g008500_SlIDD4  QNLQLHRRGH LPWKL  K                            KRKVYLCPE  CV          N     KQ N......................TKEVA         PT  

Solyc04g056320_SlIDDb   NL MH R H   YK                                KRR F CP   C A  R  M A GNQ  TPEALAKPEK..............CIDSSNSN   R S  FIG T

Solyc04g080130_SlIDD18 QNLQLHRRGH LPWKL  R                            KKRVYVCPE  CV          N     RQ T.......................SNEV         SS  

Solyc05g054030_SlIDD5  QNLQMHRR H VPWKL  K                            KKRVYVCPE  CV        R K     KK EEEKNE.................MDQVI         PS  

Solyc06g062670_SlIDD2  QNLQLHRRGH LPWKL  R                            RKKVYICPE  CV          N     KK E......................NKEVV         SS  

Solyc06g065440          NL MH RGH   YK                                KR  Y CP   C A  R  M   GDE  TSAALIKP...........QKD..SSSGTTLI  .. S  CIG K

Solyc06g072360_SlIDD9  QNLQMHRR H VPWKL  R                            KKRVFVCPE  CL        R K     LK ET.......................PIV         PT  

Solyc06g075250_SlIDD7  QNLQLHRRGH LPWKL  R                            KKKVYICPE  CI          N     KQ N......................KNEVI         KT  

Solyc07g053570_SlIDD8  QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     KQ T......................SKEV.         KV  

Solyc08g063040_SlIDD16 QNLQLHRRGH LPWKL  R                            KKKVYVCPE  CV          N     KQ S......................NKE.V         AS  

Solyc08g080850              K  G  L  KV                                R  YV GD    VYHAT AD QE AI  YKTS......................VLVFKD DR  Q  YRFR

Solyc09g007550_SlIDD13 QNLQLHRRGH LPWKL  R                            KKKVYICPE  CV          N     KQ N......................KQEIV         KS  

Solyc09g065670_SlIDD15 QNLQLHRRGH LPWKL  R                            KKKAYVCPE  CV          N     KQ T......................NKEN.         PT  

Solyc09g074780_SlIDD3  QNLQLHRRGH LPWKL  R                            KKRVYICPE  CV          N     RQ T......................T.AEV         PT  

Solyc10g084180_SlIDD14 QNLQLHRRGH LPWKL  R                            KKKVYICPE  CI          N     KQ N......................KLEQV         KT  

Solyc11g017140          NL MH RGH   YK                                KR  Y CP   C A  R  M   GDE  TPAALAKP...........HKE..PSSEPTLI  .. S  YVG K

Solyc11g066420          NL MH R H   YK                                    Y CP   C A  R  M A GDE  SSAALSNPMKRI.......NDLTSDGSLKSSSNTIK S  QEG R

Solyc11g069240_SlIDD6  QNLQLHRRGH LPWKL  R                            KKKVYICPE  CV          N     KQ N......................NKEVI         KS  

AT1G03840_MGP/AtIDD3   QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     KQ T......................SKEV.         KS  

AT1G14580_BLJ/AtIDD6   QNLQLHRRGH LPWKL  K                            RRKVYLCPE  CV          N     KQ S......................NKEV.         PS  

AT1G25250_FAL/AtIDD16  QNLQMHRR H VPWKL  R                            RKRVYVCPE  CL        R K     LK DKKD.....................EEV         PT  

AT1G34370_AtSTOP1       NL MH RGH   YK                                KR  Y CP   C A  R  M   GDE  TAAALAKP...........NKESVPGSEPMLI  .. S  FLG K

AT1G55110_AtIDD7       QNLQLHKRGH LPWKL  R                            RKKVYVCPE  CV          N     KQ S......................NKDVV         PG  

AT1G68130_AtIDD14      QNLQMHRR H VPWKL  R                            RKRVYVCPE  CL        R K     LK ETN......................EEV         PT  

AT2G01940_SGR5/AtIDD15 QNLQMHRR H VPWKL  R                            KKRVYVCPE  CL        R K     LK DNN......................IEV         PT  

AT2G02070_RVN/AtIDD5   QNLQLHRRGH LPWKL  K                            KRKVYLCPE  CV          N     KQ S......................TKEV.         PS  

AT2G02080_IME/AtIDD4   QNLQLHRRGH LPWKL  K                            KRKVYLCPE  CV          N     KQ S......................TKEV.         PT  

AT2G24990_AtIDDa            K  G  L  KV                                R  YV GD    VYHAT SD SE AI  YKTS......................VLVFKD DR  Q  YRFR

AT3G13810_AtIDD11      QNLQLHRRGH LPWKL  R                            RKKVYVCPE  CV          N     KQ S......................NKEVI         AS  

AT3G45260.1_BIB/AtIDD9 QNLQLHRRGH LPWKL  R                            KKKVYICPE  CV          N     KQ T......................NKEQV         KT  

AT3G50700_AtIDD2       QNLQLHRRGH LPWKL  K                            KKKVYVCPE  CV          N     RQ S.......................NKEV         VS  

AT4G02670_AtIDD12      QNLQLHRRGH LPWKL  K                            KKKVYVCPE  CA          N     KQ N......................TKEQQ         TN  

AT5G03150_JKD/AtIDD10  QNLQLHRRGH LPWKL  R                            KKKVYICP   CV          N     KQ S......................KQEVI        IKT  

AT5G22890_STOP2         NL MH R H   YK                                    Y CP   C A  R  M A GDE  TREALISPTS.........QDKKGGYSLKKHY.... S  QHG R

AT5G37350_AtIDDb            K  G  L  KV                                R  YV GD    VYHAT SD SE AI  YKTS......................VLVFKD DR  Q  YRFR

AT5G44160_NUC/AtIDD8   QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     KQ T......................SKEV.         KT  

AT5G60470_EGRET/AtIDD13 QNLQLHKRGH LPWKL  K                            KKKVYICPE  CV          N     KQ T......................NKNQV         KS  

AT5G66730_ENY/AtIDD1   QNLQLHRRGH LPWKL  R                            RKKVYVCP   CV          N     RQ S.......................TKEV        VSG  

Os03g0197800_OsIDD1    QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     RQ S.......................GKEV         PT  

Os01g0195000_OsIDD2    QNLQLHRRGH LPWKL  R                            RKKVYVCPE  CV          N     KQ N......................PKEVV         AG  

Os09g0555700_OsIDD3    QNLQLHRRGH LPWKL  K                            RRRVYLCPE  CV          N     KQ N......................PKEA.         PS  

Os02g0672100_OsIDD4    QNLQLHRRGH LPWKL  K                            RRRVYLCPE  CV          N     KQ N......................PLQAQ         PT  

Os07g0581366_OsIDD5    QNLQLHRRGH LPWRL  R                            RRRVYVCPE  CV          N     RQ GP.....................GAAPP         PG  

Os08g0554400_OsIDD6    QNLQLHRRGH LPWKL  K                            RRRVYLCPE  CV          N     KQ N......................PKET.         PS  

Os02g0518500_OsIDD7    QNLQLHRRGH LPWKL  R                            KKKVYVCPE  C           N     KQ S......................S.TEA         IT P

Os01g0242200_OsIDD8    QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     RQ S......................GKEP.         KS  

Os01g0935000_OsIDD9    QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     RQ GGAG.GGGG..............GEPP.         AS  

Os04g0566400_OsIDD10   QNLQLHRRGH LPWKL  K                            RRRVYLCPE  CV          N     KQ N......................PAQAQ         PT  

Os01g0572300_OsIDD11   QNLQLHRRGH LPWKL  R                            RKKVYICPE  CV          N     KQ G......................SKEAV         AS  

Os08g0467100_OsIDD12   QNLQMHRR H VPWKL  R                            RKRVFVCPE  CL        R K     LK EAG......................EAA         PT  

Os09g0449400_OsIDD13   QNLQMHRR H VPWKL  R                            RKRVFVCPE  CL        R K     LK EAG......................EAA         PT  

Os03g0237250_OsIDD14   QNLQMHRR H VPWRL  R                            RKRVFVCPE  CL        R K     VK PAAATAAEDGGAAGGGGGAGGGAGGGGA         PS  

Os01g0888700_OsIDDa        A   G  L  KL                                    V      LIFEV TED TV AM  HRLG......................RTSFR....A KSKRDY 

Os01g0871200_OsIDDb     NL MH RGH   YK                                 R  Y CP   C A  R  M   GDE  TAAALAKP...........SKD..SSLESAPVT .. S  YVG K

Os03g0838800_OsIDDc     NL MH RGH   YK                                RRR Y CP   C A  R  M   GEE  SAAALAKPGG.........SPSRSPAAADAAA   F S  YVG K

Os04g0165200_ART2       NL MH R H   YK                                RR  Y CP   C A  R  M A GDE  TAAALT................STGAGMRAAA  CS S  AEG R

Os07g0162300_OsIDDe         K  G  L  KV                                R  YV GD    VYHAS AD QE AI  YKTS......................VLVFKD DR  H  YRFR

Os10g0419200_Ehd2      QNLQLHRRGH LPWKL  R                            RKRVYVCPE  CV          N     RH AAAVSAVTT..............AAPAP         PT  

Os08g0562300_OsIDDf     NL MH R H   YK                                  R Y CP   C A  R  M A GDE  SKAALSNPTK..........LLAKGGDETMAAAA K S  QEG R

Os02g0572900_STOP1      NL MH R H   FK                                R   F CP   C A  R  M A GDR  TLDALSRPGQ..............PKPPAG.. EVR S  YAG N

Os12g0170400_DART1      NL MH RGH   YK                                RR  Y CP   C A  R  M   GDE  SAAALAKPPP.........PPEG.EEQPPQPE  .. S  HAG K

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12 H   H   HALGDL GIKKHF RKH D K W C KC   K YAV SDYKAH K CG TR  ... DPC      V      R   S N Q I D  G.. A   Q      L T  .  G

Solyc01g007120         R         L  L  LK     K  E H F         R  V             Q   HRSSYNWLY SR AA  EFAFM AL E G PVPQAVDCN HC IMSLVP..GYPLV VR

Solyc01g099340_SlIDD10 H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TK  ... NPS      T      S   G . K K E   ..     Q      S T  .  E

Solyc02g062940_SlIDD17 H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SD KAH K CG TK  ... DPS      T      C   G . K K D   ..     Q  L   L I  .  E

Solyc02g085580_SlIDD1  H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SD KAH K CG TR  ... DPS      T      C   G . K K D   ..     Q  L   S I  .  E

Solyc03g098070         H   H   HALGDL GIKKHF RKH   K W C KCS  K YAV SDYKAH K CG TR  ... DPC      V      R   SNH Q V E   .. G   Q      L T  .  G

Solyc03g121660_SlIDD11 H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SDWKAH K CG TK  ... DPA      T      C   G . K K E   ..     Q      S T  .  E

Solyc04g008500_SlIDD4  H   H   RALGDL GIKKHY RKH E K F C KCS  KKYAV SDWKAH K CG TR  ... EPS      T      F   G . K K E   ..     Q      T T  .  E

Solyc04g056320_SlIDDb  R   H   R L  A  VK HF R H   K Y C RCN  K F V  D K H K CG     NKS NKF P KS IC  N  K S CP. M S T   .K S S LA L S L H  .ETK

Solyc04g080130_SlIDD18 H   H   RALGDL GIKKHF RKH E K F C RCT  KKYAV SDWKAH K CG TR  ... DPS      T      C   G . K K E   ..     H      M T  .  E

Solyc05g054030_SlIDD5  H   H   HALGDL GIKKHF RKR   K W C KCN  K YAV SDYKAH K CG TR  ... DPC      V      R   SNY Q I Q   .. G   Q      I T  .  G

Solyc06g062670_SlIDD2  H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SD KAH K CG TR  ... DPS      T      S   G . K K E   ..     Q  C   F T  .  E

Solyc06g065440         R   H     L  I  VK HY R H E K Y C RCN  KKF V  D R H K CG     NKE KKFQP KT LC  N  R T C . R A S   .L   S IA L T E H  .KDK

Solyc06g072360_SlIDD9  H   H   HALGDL GIKKHF RKH   K W C KCN  K YAV SDYKAH K CG TR  ... DPC      V      R   SNH Q V E   .. G   Q      L T  .  G

Solyc06g075250_SlIDD7  H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... DPS      T      S   G . K K E   ..     Q      T I  .  E

Solyc07g053570_SlIDD8  H   H   RALGDL GIKKHY RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... HPS      T      C   G . K K D   ..     Q      S T  .  E

Solyc08g063040_SlIDD16 H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... HPS      T      C   G . K K E   ..     Q      S I  .  E

Solyc08g080850             K   R M      K      R       C      R  VL  EF  K         YGYC HNP K VKTWAE EMRNLM LRAAGIR PAPILL LH  VM  IG GGWAAPRLK

Solyc09g007550_SlIDD13 H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... DPS      T      S   G . K K E   ..     Q      T T  .  E

Solyc09g065670_SlIDD15 H   H   RALGDL GIKKHF RKH E K W C KCS  K YAV SDWKAH K CG TK  ... HPS      T      C   G . K K D   .. I   Q      S T  .  E

Solyc09g074780_SlIDD3  H   H   RALGDL GIKKHY RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... NPS      T      S   G . K K D   ..     Q      Q T  .  E

Solyc10g084180_SlIDD14 H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... DPS      T      S   G . K K E   ..     Q      S T  .  E

Solyc11g017140         R   H     L  I  VK HY R H E K Y C RCN  KKF V  D K H K CG     NKE KKFQP KT LC  N  K T C . A T S   .I   S IA L T E H  .KDK

Solyc11g066420             H     L  M  VK HY R H   K Y C RCN  K F V SD R H K CG    WNKK AKFQP KS VC  N  K S CP. M V K   .K S S L  L T E H  .DLK

Solyc11g069240_SlIDD6  H   H   RALGDL GVKKHY RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... DPS      T      S   G . K K E   ..     Q      S I  .  E

AT1G03840_MGP/AtIDD3   H   H   RALGDL GIKKHF RKH E K W C KC   KRYAV SDWKAH K CG TR  ... HPT      T      C   G . K K E  A..     Q      S T  .  E

AT1G14580_BLJ/AtIDD6   H   H   RALGDL GIKKHY RKH E K W C KCS  KRYAV SDWKAH K CG TK  ... DPA      T      Y   G . K K D   ..     Q      S T  .  E

AT1G25250_FAL/AtIDD16  H   H   HALGDL GIKKHF RKH   K W C RCS  K YAV SDYKAH K CG SR  ... DPC      V      R   SVH Q V E   .. G   Q      L T  .  G

AT1G34370_AtSTOP1      R   H     L  I  VK HY R H D K F C RC   KKF V  D K H K CG     NKE KKFQP KT LC  N  K T C . S T S  H.T   S IA L T E H  .KNK

AT1G55110_AtIDD7       H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TK  ... HPS      T      F   G . K K E   ..     Q      A T  .  E

AT1G68130_AtIDD14      H   H   HALGDL GIKKHF RKH   K W C RCS  K YAV SDYKAH K CG TR  ... NPC      V      R   SNH Q I E   .. G   Q      L T  .  G

AT2G01940_SGR5/AtIDD15 H   H   HALGDL GIKKHF RKH   K W C RCS  K YAV SDYKAH K CG TR  ... NPC      V      R   SNH Q V E   .. G   Q      L T  .  G

AT2G02070_RVN/AtIDD5   H   H   RALGDL GIKKHY RKH E K W C KCS  KRYAV SDWKAH K CG TK  ... DPS      T      Y   G . K K D   ..     Q      S T  .  E

AT2G02080_IME/AtIDD4   H   H   RALGDL GIKKHY RKH E K W C KCS  KRYAV SDWKAH K CG TK  ... DPS      T      Y   G . K K E   ..     Q      S T  .  E

AT2G24990_AtIDDa           R   R M      K     KR       C      R  VL  EF  R         YGYC HNP K VKTWAE EQRNL  LHAAGIR PAVILL LH  VM  IG DGWAAPRLK

AT3G13810_AtIDD11      H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SD KAH K CG TK  ... DPS      T      C   G . K K D   ..     Q  C   S T  .  E

AT3G45260.1_BIB/AtIDD9 H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TK  ... DPA      T      S   G . K K D   ..     M      S I  .  E

AT3G50700_AtIDD2       H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TK  ... DPS      T      C   G . K K D   ..     Q      S I  .  E

AT4G02670_AtIDD12      H   H   RALGDL GIKKHF RKH E K W C KCS  K YAV SDWKAH K CG TR  ... HPS      T      C   G . K K E   .. F   Q      T I  .  D

AT5G03150_JKD/AtIDD10  H   H   RALGDL GIKKHY RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... DAS      T      S   G . K K E   ..     Q      A T  .  E

AT5G22890_STOP2            H     L  V  AK HY R H   K Y C RCS  KHF V SD R H K CG    WNQR EKFQP KS IC  N  K S CP. M M R   .V   S L  L T E H  .DIK

AT5G37350_AtIDDb           R   R M      K     KR       C      R  VL  EF  R         YGYC HNP K VKTWAE EQRNL  LHAAGIR PAVILL LH  VM  IG DGWAAPRLK

AT5G44160_NUC/AtIDD8   H   H   RALGDL GIKKHF RKH E K W C KC   KRYAV SDWKAH K CG TR  ... HSS      T      C   G . K T E  A..     Q      S T  .  E

AT5G60470_EGRET/AtIDD13 H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG SR  ... DPA      T      S   G . K K D   ..     I      N I  .  E

AT5G66730_ENY/AtIDD1   H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TK  ... DPS      T      C   G . K K E   ..     Q      S I  .  E

Os03g0197800_OsIDD1    H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG SR  ... DPS      T      C   G . K K D   ..     Q      T T  .  E

Os01g0195000_OsIDD2    H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... DPA      T      S   G . K K D   ..     H      S V  .  E

Os09g0555700_OsIDD3    H   H   RALGDL GIKKHY RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... DPS      T      C   G . K R D   ..     Q      S T  .  E

Os02g0672100_OsIDD4    H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... DPS      T      C   G . K K D   ..     Q      S I  .  E

Os07g0581366_OsIDD5    H   H   RALGDL GIKKHF RKH E K W C RC   KRYAV  D KAH K CG TR  ... NPT      T      C   G . R T Q  G..     QA L   T T  .  E

Os08g0554400_OsIDD6    H   H   RALGDL GIKKHY RKH E K W C KCN  KRYAV SDWKAH K CG TR  ... DPS      T      S   G . K K D   ..     Q      S T  .  E

Os02g0518500_OsIDD7    H   H   RALGDL GIKKHY RKH E K W C RCS  KKYAV SDWKAH K CG TK  ... DAT      T      S   G . K K D   ..     Q      T I  .  E

Os01g0242200_OsIDD8    H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... NPS      T      C   G . K K D   ..     Q      S T  .  E

Os01g0935000_OsIDD9    H   H   RALGDL GIKKHF RKH E K W C RC   KRYAV SDWKAH K CG TR  ... SPS      T      C   G . K K D  G..     H      S V  .  E

Os04g0566400_OsIDD10   H   H   RALGDL GIKKHF RKH E K W C KCS  KRYAV SDWKAH K CG TR  ... DPA      T      C   G . K K D   ..     Q      S I  .  E

Os01g0572300_OsIDD11   H   H   RALGDL GIKKHF RKH E K W C KCS  KKYAV SDWKAH K CG TR  ... DPS      T      F   G . K K D   ..     H      S I  .  E

Os08g0467100_OsIDD12   H   H   HALGDL GIKKHF RKH   R W C RCS  K YAV SDYKAH K CG TR  ... DPS      V      R   SGH Q A S   .. A   H      L T  .  G

Os09g0449400_OsIDD13   H   H   HALGDL GIKKHF RKH   R W C RCS  K YAV SDYKAH K CG TR  ... DPS      V      R   SGH Q A A   .. A   H      L T  .  G

Os03g0237250_OsIDD14   H   H   HALGDL GIKKHF RKH   R W C RC   K YAV SDYKAH K CG TR  ... DPA      V      R   GGR Q V A  A.. G   Q      L T  .  G

Os01g0888700_OsIDDa              L  L  LK     K    H F         R  V             Q  AHRRSFNWLY SR AA  EFAFM ALGD G PVPTAVDCN HC IMSLVQ..GYPLV VK

Os01g0871200_OsIDDb    R   H     L  I  VK HY R H D K Y C RCN  KKF V  D K H K CG     NKE KKFQP KT LC  N  K S C . S T S   .T   S IA L T E H  .RDK

Os03g0838800_OsIDDc    R   H     L     VK HY R H D K F C RCN  KRF V  D R H K CG     NRE KSFQP KTPTC  N  R S C . S T R   .V   S VA L T E H  .RDR

Os04g0165200_ART2          H    AL  V  AK HY R H   K Y C RC   K FAV SD R H K CG    WNRR PRFQ  KS VC  N  R S CP. M V G  G.G Q   L  L T E H  .ELR

Os07g0162300_OsIDDe    H   K   R M      K      R       C K    R  VL  EF  K          GYC HNP K VKTWAE EMRNLL VGAAGIR P PLLL LH  VM  IG GGWAAPRLK

Os10g0419200_Ehd2      H   H   RALGDL GIKKHF RKH E K W C RC   KRYAV SDWKAH K CG TR  ... DPA      T      S   G . R R E  G..     H      V N  .  E

Os08g0562300_OsIDDf        H     L  V  AK HY R H   K Y C RC   KHF V SD R H K CG  H WNRR AKFQP KS IC  N  K S CP. M V N  G.R   S L  L T E H  .D R

Os02g0572900_STOP1     R   H   R L  A  AR HF R H   K Y C RC   KRFAV  D R H R CG     NRA RRF P KS VC  N  R S CP. L A E  GGK     LA L S L H  EEAQ

Os12g0170400_DART1     R   H     L  I  VK HY R H E K   C RC   KRF V  D K H K CG     NRM ASFQP KT LC  N  K S C . RHV G  G.A   S MA L T E H  .RDR

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 



       160         170                                      

Solyc01g005060_SlIDD12   CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDS TIRRIR..............................

Solyc01g007120                       ET I   I                                      ELQNP.....DVVF  I AAV RLAEHGLIHCDFNEFNIMIDDDE...............

Solyc01g099340_SlIDD10 Y CDCGTIFS  RRDSFV H A C                                     K        ..      T R F DALAEENNKVNQVLAS....................

Solyc02g062940_SlIDD17 Y CDCGTMFS  RRDSFI H A C                                     K        ..      T R F DVLAKDTEKAQNAVTTPI..................

Solyc02g085580_SlIDD1  Y CDCGTLFS  RRDSFI H A C                                     K        ..      T R F DALAQESAKTLPEKPPST..................

Solyc03g098070           CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDA SMGR................................

Solyc03g121660_SlIDD11 Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAEESARAIT........................

Solyc04g008500_SlIDD4  Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALVQENARN.ILSPNS...................

Solyc04g056320_SlIDDb  W C CGT FS  RKD    H A                                       K S   S  ..   KLFG M LFEGHMPAVET.......A...................

Solyc04g080130_SlIDD18 Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAQESARSHQPLMEDT..................

Solyc05g054030_SlIDD5    CDCG VFS  R ETFI H   C                                    HS    R   .. V    E QDS KPQSTTT.............................

Solyc06g062670_SlIDD2  Y CECGTIFS  RRDSFI H A C                                     K        ..      T R F ETLAMESARSVINE......................

Solyc06g065440         W C CGT FS  RKD    H                                         L S   T  ..   KLFG ISLFQGHTPAIPLDETKGFAQ...................

Solyc06g072360_SlIDD9    CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDA SFGR................................

Solyc06g075250_SlIDD7  Y CDCGTLFS  RKDSFI H A C                                     K        ..      T R F DALAEESARFTSVP......................

Solyc07g053570_SlIDD8  Y CDCGTIFS  RRDSFV H A C                                     R        ..      T R F DALAEETARVTAASNMH...................

Solyc08g063040_SlIDD16 Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALTEESSRTIIP.......................

Solyc08g080850                       E  M                                          DAALSSDKLRECYV II AMRTLYQKCKLVHGDLSEYNILYFEG................

Solyc09g007550_SlIDD13 Y CDCGTLFS  RKDSFI H A C                                     K        ..      T R F DALAEESARIT.........................

Solyc09g065670_SlIDD15 Y CDCGTLF   RKDSFV H A C                                     R       A..      T R F DALAEESARLSANSG.....................

Solyc09g074780_SlIDD3  Y CDCGTIFS  RRDSFI H A C                                     K        ..      T R F DALAEENNKVNQGLMNNN..................

Solyc10g084180_SlIDD14 Y CDCGTLFS  RKDSFI H A C                                     K        ..      T R F DALAEESSRITSVG......................

Solyc11g017140         W C CGT FS  RKD    H                                         L S   T  ..   KLFG ISLFQGHTPAVSPDETKGSAG...................

Solyc11g066420         W C CGT FS  RKD  M H                                         Q S   T  ..   KL G VSLFVGHTPLI.............................

Solyc11g069240_SlIDD6  Y CDCGTLFS  RKDSFI H A C                                     K        ..      T R F DALAEESTRFTSIQ......................

AT1G03840_MGP/AtIDD3   Y CDCGTIFS  RRDSFI H A C                                     R        ..      T R F DALAEETARLNAASHLK...................

AT1G14580_BLJ/AtIDD6   Y CDCGTIFS  RRDSYI H A C                                     R        ..      T R F DALIQESARNPTVSFTA...................

AT1G25250_FAL/AtIDD16    CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDT TIRQPQP.............................

AT1G34370_AtSTOP1      W C CGT FS  RKD    H A                                       L S   T  ..   KLFG I LFQGHTPAIPLEETKPSAS...................

AT1G55110_AtIDD7       Y CDCGTLFS  RRDSFI H A C                                     K        ..      T R F DALAEESAR...........................

AT1G68130_AtIDD14        CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDT TVRRSQP.............................

AT2G01940_SGR5/AtIDD15   CDCG  FS  R ESFI H   C                                    HS    .F  SF V    E QDN SARRVHR.............................

AT2G02070_RVN/AtIDD5   Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAQESARH.PTSLTS...................

AT2G02080_IME/AtIDD4   Y CDCGTIFS  RRDSYI H A C                                     R        ..      T R F DALIQETARNPTVSFTS...................

AT2G24990_AtIDDa                     E  I   V                                      DAALSLDKLRECYL LI QMR LYQKCKLVHGDLSEYNILYFEG................

AT3G13810_AtIDD11      Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F EALAEETAREVVIP......................

AT3G45260.1_BIB/AtIDD9 Y CDCGTLFS  RKDSFI H A C                                     R        ..      T R F DALAEESARFVSVPP.....................

AT3G50700_AtIDD2       Y CDCGTLFS  RRDSFI H A C                                     K        ..      T R F DALAEENARSHHSQSKKQ..................

AT4G02670_AtIDD12      Y CDCGTLFS  RKDTFI H A C                                     R        ..      T R F DALAEESARLHSTS......................

AT5G03150_JKD/AtIDD10  Y CDCGTLFS  RKDSFI H A C                                     K        ..      T R F DALTEEGARMSSLSNNNPV.................

AT5G22890_STOP2        W C CGT FS  RKD  M H                                         V S   K  ..   KL S VSLFLGHVPAH.............................

AT5G37350_AtIDDb                     E  I   V                                      DAALSLDKLRECYL LI QMR LYQKCKLVHGDLSEYNILYFEG................

AT5G44160_NUC/AtIDD8   Y CDCGTIFS  RRDSFI H A C                                     R        ..      T R F DALAEETAKINAVSHLN...................

AT5G60470_EGRET/AtIDD13 F CDCGTLFS  RKDSFI H   C                                     R        ..      S RSF DVLAEESSKFFSVPS.....................

AT5G66730_ENY/AtIDD1   Y CDCGTLFS  RRDSFI H A C                                     K        ..      T R F DALAEESAKN.HTQSKKL..................

Os03g0197800_OsIDD1    Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAEESAKARAAPPPP...................

Os01g0195000_OsIDD2    Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAEESARAVT........................

Os09g0555700_OsIDD3    Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAQENAR.MPPIGAG...................

Os02g0672100_OsIDD4    Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAQESAR.LPPAAAG...................

Os07g0581366_OsIDD5    Y CDCGTLFT  RRDSFV H A C                                     R        ..      T R F GALVEETGRVLAVPAPPSPRPPDLEAEENVDKDKDK

Os08g0554400_OsIDD6    Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAQESGRIMPPMGAA...................

Os02g0518500_OsIDD7    Y CDCGTIFS  RKDSFI H A C                                     R        ..      T R F DALAEDTSRVNHSLATMVG.................

Os01g0242200_OsIDD8    Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAEETARLNAASGAA...................

Os01g0935000_OsIDD9    Y CDCGTVFS  RRDSFV H A C                                     K        ..      T R F DALAQENNKLAQPMNMA...................

Os04g0566400_OsIDD10   Y CDCGTLFS  RRDSFI H A C                                     R        ..      T R F DALAQESSR.LPPTSLSSLT................

Os01g0572300_OsIDD11   Y CDCGTIFS  RRDSFI H A C                                     K        ..      T R F DALTEESAKAIGGI......................

Os08g0467100_OsIDD12     CDCG VFS  R ESFI H   C                                    HT    R   .. V    E QDA NAGRPRAAEASSSPGRGGGVV...............

Os09g0449400_OsIDD13     CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDT NASRGQAAAVAEGGNVSTAAC...............

Os03g0237250_OsIDD14     CDCG VFS  R ESFI H   C                                    HS    R   .. V    E QDA NSGRVRG.............................

Os01g0888700_OsIDDa                  DT L   V                                      ELQNP.....DDVF  I GLV RLAEHGLIHCDFNEFNIMIDDDE...............

Os01g0871200_OsIDDb    W C CGT FS  RKD    H A                                       L S   T  ..   KLFG V LFQGHTPALPMDDIKVTGA...................

Os03g0838800_OsIDDc    W C CGT FS  RKD    H A                                       V S   S  ..   KLFA V IFDGHSPALPPEDYDDDAA...................

Os04g0165200_ART2      W C CGT FS  RKD  M H A                                       L S   F  ..   KL G V LFAAGHAPVPVAP.........................

Os07g0162300_OsIDDe                  E                                             DAALSDDKLRESYF LITTMRTLYQKCKLVHGDLSEYNILYFEG................

Os10g0419200_Ehd2      Y CDCG LFS  RKDS L H A C                                     R    I   ..    L T R F DALAEESARLLAAANNSS..................

Os08g0562300_OsIDDf    W C CGT FS  RKD  I H                                         L S   S  ..   KL G VSLFAGHQPVMPLDAPRAGKR...................

Os02g0572900_STOP1     W C CGT FS  RKD    H A                                       R S   T  ..   KLFG L LFEGHTPAIAEPN...KGV...................

Os12g0170400_DART1     W C CGT FS  RKD    H A                                       L S   S  ..   KLFA V LFQGHAPALPPPPPPPTSG...................

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 



                    180       190                           

Solyc01g005060_SlIDD12 .....................PRLQPITAACSS..........SDTNLP...........

Solyc01g007120         .....................KVTIIDFPQMVSVSHPNAQMYFDRDVECIY.........

Solyc01g099340_SlIDD10 .....................TTQPLATG..PELIST.TQMLNLPQIR............

Solyc02g062940_SlIDD17 ..............AEEDLKVQVDVSSTPQTPRTPPPSSEP.PAVPSPAAP.........

Solyc02g085580_SlIDD1  ..............NEEPKTQAVASSSPPPSPPAPPPATESQPPPPPPAAP.........

Solyc03g098070         ...............LRSESQSLHP....PCLSRTASSTPSPSSDTNLSTTPWS......

Solyc03g121660_SlIDD11 .....................ANPILPSQAGS........STSQMNFQ............

Solyc04g008500_SlIDD4  ...............LMN...TLGMNNNQYLYGSSSNINLGTFSKLGNNNNIT.......

Solyc04g056320_SlIDDb  ......................PAIENEKDVGVDINGGSGNGLMDIRTGSDNGFLD....

Solyc04g080130_SlIDD18 ..............NAEG.DLKVDEAINKTVSSS.........SSPPP............

Solyc05g054030_SlIDD5  ..................KECHDMQIPKPIFLPTTTTHIPPHDQYSKILP..........

Solyc06g062670_SlIDD2  .....................RNPTIFSPQMN........LQFQQPHY............

Solyc06g065440         ......................TSN.QGQP..MMQLQRLEI...................

Solyc06g072360_SlIDD9  ...............LRSESQSLIQLPSAPCLSRTASS.PSPSSDHTNNLITTT......

Solyc06g075250_SlIDD7  .....................STANLNFRN.EILLNGGFGNTNLQQSTGNPQF.......

Solyc07g053570_SlIDD8  .....................NPLAMANN....INYHFIGAPLGPNMAQHFSS.......

Solyc08g063040_SlIDD16 ...........................................PPNSS............

Solyc08g080850         .....................HLYVIDVSQSVDLDHPHALDFLREDCVHVS.........

Solyc09g007550_SlIDD13 .....................TTNNLNFN....QQQQQ..PVGVSQIG............

Solyc09g065670_SlIDD15 .................................LMHRAAATSTIANSA............

Solyc09g074780_SlIDD3  .....................MEHNMHSGQMHEIMSS.NASLGLSEFN............

Solyc10g084180_SlIDD14 .....................ATNLINFPNTATLLNQQ..QANLHGGF............

Solyc11g017140         ......................TSD.RGQTGEVTMKARQENYKVN.ASLGNEFQNP....

Solyc11g066420         ......................KQSAR.................................

Solyc11g069240_SlIDD6  .....................TAVNLNNLR.NQLINGGIS.TNLQQQQ...QM.......

AT1G03840_MGP/AtIDD3   .....................SFAATAGS...NLNYHYLMGTLIPSPSLPQPP.......

AT1G14580_BLJ/AtIDD6   ...............MAAGGGGGARHGFYG..GASS..ALS.HNHFGNNPNSG.......

AT1G25250_FAL/AtIDD16  ................TNHR..HLQQHTMGLDAPSRTTS.....TASFG...........

AT1G34370_AtSTOP1      ......................TSTQRGSSEGGNNNQGMVGFNLGSASNANQETTQ....

AT1G55110_AtIDD7       ..........................AMPNP.........IMIQASNS............

AT1G68130_AtIDD14      ................SNHRLHEQQQHTTNATQTASTAENNENGDLSIG...........

AT2G01940_SGR5/AtIDD15 ................EPPRPPQTAVTVPACSSRTASTVSTPSSETNYGGTVAVTT....

AT2G02070_RVN/AtIDD5   ...............LPSHHFPYGQNTNNSNNNASS.MILG.LSHMGAPQNLD.......

AT2G02080_IME/AtIDD4   ...............MTAASSGVGSGGIYGRLGGGS..ALS.HHHLSDHPNFG.......

AT2G24990_AtIDDa       .....................HLYIIDVSQSVDLDHPLALNFLREDCDHVS.........

AT3G13810_AtIDD11      .....................QNQNNNQPNP.........LLIHQSAS............

AT3G45260.1_BIB/AtIDD9 .....................APAYLNNALDVEVNHGNINQNHQQRQL............

AT3G50700_AtIDD2       ..............NPE.....ILTRKNP...............VPN.............

AT4G02670_AtIDD12      ........................................SSNLTNPN............

AT5G03150_JKD/AtIDD10  .................I...STTNLNFGNESNVMNNPNLPHGFVHRG............

AT5G22890_STOP2        ......................GSSKPPTITLK...........................

AT5G37350_AtIDDb       .....................HLYIIDVSQSVDLDHPLALNFLREDCDHVS.........

AT5G44160_NUC/AtIDD8   .....................GLAAAGAPGSVNLNYQYLMGTFIP....PLQP.......

AT5G60470_EGRET/AtIDD13 .....................PLAANSTIATVTDTNNPILIQSQLDQS............

AT5G66730_ENY/AtIDD1   ..............YPE.....TVTRKNPEIEQKSPAAVESSPSLPPSSPPSV.......

Os03g0197800_OsIDD1    ..............ADEDGTSASAGAPPPQAPLPPPAPVPAPAPPPPP............

Os01g0195000_OsIDD2    ......................AAAAVAGQQQHGG....GMLFSQVAD............

Os09g0555700_OsIDD3    ................VYGGAGN..MTLG.LTGMAAPQLPAGFPDQAGQ...........

Os02g0672100_OsIDD4    ...............HLYGSAGAANMALS..LSQVGSHLASTLQDHGHHHHHHG......

Os07g0581366_OsIDD5    EEEVKEKEKEKELEENEDSPVAEVDEPQPSQAVAEVPQQCAPSPPPPPPILQEHPQPVVA

Os08g0554400_OsIDD6    ................LYAAAGAG.MAIGGLTGMAASHQLQPFQDHSSA...........

Os02g0518500_OsIDD7    .................SLHGQQQDMFSHGVPSFSSSPTDMIANLASN............

Os01g0242200_OsIDD8    .....................AAAAAATATSLCGQSYLFAGSGGPGMAGMRPN.......

Os01g0935000_OsIDD9    .....................AVTSALQGQ...QQAHHPVADDDDAAGVKSPH.......

Os04g0566400_OsIDD10   ..............SHLYGASNAGNMALS..LSQVGSHLTTSLQDGGGHHHHP.......

Os01g0572300_OsIDD11   .....................PAAMAAPGHHHHHHHHHHQLLFSPPPV............

Os08g0467100_OsIDD12   ..........VGAPAAASSSQQQQLFAVPASLSRTASS.ASPSSDLVVSPVAWPAT....

Os09g0449400_OsIDD13   ..........GGVAVLEQEKQLDLQAPAAASLSRTASS.TSPSSDVVASPVAWP......

Os03g0237250_OsIDD14   ...............EVVPVATTLPVIRPAALRHHHHHPPPPPPELQLLP..........

Os01g0888700_OsIDDa    .....................KVTMIDFPQMVSVKHRNAQMFFDRDIECIY.........

Os01g0871200_OsIDDb    ......................SEQPQGSE.AMNTMVGSAGYNFPGSSSDDIPNLD....

Os03g0838800_OsIDDc    ......................SGQLPHAAGEAVGRTVDTNRFFS.....DGLMIK....

Os04g0165200_ART2      ......................EASPSTTTTGTTTDRSRTGLID................

Os07g0162300_OsIDDe    .....................HLYIIDVSQSVDLDHPSALEFLKEDCLHVT.........

Os10g0419200_Ehd2      .....................SITTTTCNNSNISSNNNNNNINSISNS............

Os08g0562300_OsIDDf    ......................QRSSSASVAGNIDDTTGIGMGAA...............

Os02g0572900_STOP1     ......................ATAAAEASISMMEEGG.VEANCDREEDEEGGFDP....

Os12g0170400_DART1     ......................RRRHKQEEPEFTWGGGGGNEFLDVKGIAGVGSGS....

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12 .................................KLAIMPLPKNS............TNLE

Solyc01g007120         ..............................KFFAKRYNMSFDENENDSDGLEVDINEVGR

Solyc01g099340_SlIDD10 ................................NSN............MKIP..SIPLNMA

Solyc02g062940_SlIDD17 ..........EPLPPPGSP.STAVVSS.....DSPIQHP...ESPHTNSNGTITKHDIEE

Solyc02g085580_SlIDD1  ..........KSLMTPTVPPSTAVMSF.....ASSVQNRELRENPVTNSAGAATKQVVEE

Solyc03g098070         ..........STLLK..................KLSSAAAAANP...NMVKSCTNKHNLE

Solyc03g121660_SlIDD11 ................................FQPFNHEIPVTFSLKKEQQTGFNLRPEI

Solyc04g008500_SlIDD4  ...............KTTTTTTTTTSG..VQFDHHHHDNNLIGSS...TT.TTTTTNNPF

Solyc04g056320_SlIDDb  ...................RLMLDGFESIDSYCFQDLFESSSPNGLNTVPNTTGWFV...

Solyc04g080130_SlIDD18 ..........QPLTPSTSVLSPVLSIQ.....SSELPVEYQNQGGVQIQQAQGTTTPVST

Solyc05g054030_SlIDD5  ..................................NLDLELFTSPN..........YFNQN

Solyc06g062670_SlIDD2  ................................FNSHEQIQAATFPMKKEQQSSDFRHIEI

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  ..........NTIP....................WPNFIINTPN...AMIK....EHNLE

Solyc06g075250_SlIDD7  .......................GSNLFRPEFMGLG.LDPAISHHHQPQLNNVDGQKPRI

Solyc07g053570_SlIDD8  ...............LFKPVSNNNN.......NNNNNENSDPMRR..........NQLSL

Solyc08g063040_SlIDD16 ................................TSHHLNLHTLQNF......QMKQEQQQQ

Solyc08g080850         ..............................DFFKKHGVAVMTIRELFDFIVDPTINDDSV

Solyc09g007550_SlIDD13 ................................TSFAQDFTSMTTVN..PLHQHQQ.KPRL

Solyc09g065670_SlIDD15 ................................AIADEPNFHLDQSSVFPFPANQRHFANP

Solyc09g074780_SlIDD3  ................................NFDPKNSLKALPQELLPIPFKSMTNNMA

Solyc10g084180_SlIDD14 ................................AGCRPDFGSYTTGNNNSLHQQQQQKPRL

Solyc11g017140         ...................GVVKECPYNPSSYFSPLNFDTSNLNGFQEFPRPPFDESDSS

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  .......................SGNIS..QLMGLGSLDPSN......QLNLDHGQKSRL

AT1G03840_MGP/AtIDD3   ...............SFPFGPPQPQ.......HHHHHQFPITTNNFDHQDVMKPASTLSL

AT1G14580_BLJ/AtIDD6   ...............FTPLAAAGYNLN....RSSSDKFEDFVPQA...TNPNPGPT.NFL

AT1G25250_FAL/AtIDD16  ................................PLLHGLPLLR.PP........RPSNQHS

AT1G34370_AtSTOP1      ...................PGMTDGRICFEESFSPMNFDTCNFGGFHEFPRLMFDDSESS

AT1G55110_AtIDD7       ................................PHHHHHQTQQNIGFSSSS.....QNIIS

AT1G68130_AtIDD14      ................................PILPGHPLQRRQS........PPSEQQP

AT2G01940_SGR5/AtIDD15 ......PQPLEGRPIHQRISSSILTNSSNNLNLELQLLPLSSNQN........PNQENQQ

AT2G02070_RVN/AtIDD5   ...............HQPGDVLRLGSGGGGGGAASRSSSDLIAAN...ASGYFMQEQNPS

AT2G02080_IME/AtIDD4   ...............FNPL..VGYNLN....IASSDNRRDFIPQS...SNPN......FL

AT2G24990_AtIDDa       ..............................DFFKKHGVAVMTIRELFDFIVDPAITDENV

AT3G13810_AtIDD11      ................................HPHHHHQTQPTINVSSSSSSSHNHNIIN

AT3G45260.1_BIB/AtIDD9 ...............................NTTSSQLDQPGFNTNRNNIAFLG...QTL

AT3G50700_AtIDD2       ...........PVPAP.VDTESAKIKS.....SSTLTIK...QS....ESPKTPPEIVQE

AT4G02670_AtIDD12      ................................PNFQGHHFMFNKSSSLLFTSSP.LFIEP

AT5G03150_JKD/AtIDD10  ................................VHHPDINAAISQFGLGFGHDLSAMHAQG

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       ..............................DFFKKHGVAVMTIRELFDFIVDPTISDENV

AT5G44160_NUC/AtIDD8   ...............FVPQPQTNPN.......HHHQHFQPPTS............SSLSL

AT5G60470_EGRET/AtIDD13 ...............................STGTADLNVNNNHTTLFGQKFTNSNPTQQ

AT5G66730_ENY/AtIDD1   ........AIAPAPAISVETESVKIIS.....SSVLPIQ...NSPESQENNNHPEVIIEE

Os03g0197800_OsIDD1    ..........AAAPAPAAQPEQRD.RD.....AALDQFATPAPAP......APPPVTAPP

Os01g0195000_OsIDD2    ................................VLDHQAAMAMGGHGLMQELCLKREQQQQ

Os09g0555700_OsIDD3    .................PSASAGDVLRLGGGSNGASQFDHLMASS...SGSSMFRSQG..

Os02g0672100_OsIDD4    ...........ASPDLLRFGGSGGG.......AMAARLEHLLSSS....SASAFRPLPPP

Os07g0581366_OsIDD5    VVPNVDEQEVVAKPAVIAKIEVEDERDEEVCFQEVDRYKDAELEDSNLLDNDTPMLPCFL

Os08g0554400_OsIDD6    .................ITTAA..........NAAAQFDHLMATSSAAAGSPAFRAAQPT

Os02g0518500_OsIDD7    ................................DHNSDSHLRS....LSPYALVTRNTTLF

Os01g0242200_OsIDD8    ...............MMMPPQFDAA.......QLSWLYGN....................

Os01g0935000_OsIDD9    ...............LKMFPDVDNI.......VAAATAGNPLLPP...............

Os04g0566400_OsIDD10   ............SPELLRLGGAGGGGGAGGGSSIAARLDHLLSPS....GASAFRP.PQP

Os01g0572300_OsIDD11   ................................MAHHQELAALQEQ...QQQQHHQDVMQS

Os08g0467100_OsIDD12   ......GGGGPAMVSPRAAAPAPAGGSIAAFHHRFTDPALSPPTPCGGRRGGCHTTHSLE

Os09g0449400_OsIDD13   ......GAGAPSMPSPKAAA..........FRGRF.DMAPSPPPPSYDHYRGGAGAHNLE

Os03g0237250_OsIDD14   .................................ASTTAPLAAAFS...........SNST

Os01g0888700_OsIDDa    ..............................KFFRKRFHLSSEKCE.EQDGSDIDDDENSR

Os01g0871200_OsIDDb    ...................MKMADD....PRYFSPLSFDPC.FGGLDDFTRPGFDISENP

Os03g0838800_OsIDDc    ...................GSMEDE....RGSLSPMGLDYCEFDGIDLFAAAAFDF....

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    ..............................DFFKKRGVAVMSVTELFNFVIDQNIADEDV

Os10g0419200_Ehd2      ................................NNLLITSSSSSPPLFLPFSTTPAENPNP

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ...................KFFQEWMEELRG.......GAVAPN..WSAPSEAGH.....

Os12g0170400_DART1     ...................GGGDEFFS..AGSFGAMDFGFGQLDASLAMLLPSEQFAG..

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 



                                                            

Solyc01g005060_SlIDD12 LGLKSS......................................................

Solyc01g007120         PQFSEINKNSGFLD..............................................

Solyc01g099340_SlIDD10 .GSMFSSSSG..................................................

Solyc02g062940_SlIDD17 TTAKSRLSGICSSSSCTGCTNSNCFTSLTGICSSSWSSSSNGSTSNSSIFSSLTGICSST

Solyc02g085580_SlIDD1  AAVVASLTGNCSSS..............................................

Solyc03g098070         LQLLTT......................................................

Solyc03g121660_SlIDD11 PPWLLVGGGGGPGP..............................................

Solyc04g008500_SlIDD4  FLQDTNQDHYN.................................................

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 TPVITISTAAASGP..............................................

Solyc05g054030_SlIDD5  THNFSS......................................................

Solyc06g062670_SlIDD2  PPWLITTNSQPFQL..............................................

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  LQLLTT......................................................

Solyc06g075250_SlIDD7  PLWLDN.NMNPNPGND............................................

Solyc07g053570_SlIDD8  WNNIGVAQEQDQIGININNLR.......................................

Solyc08g063040_SlIDD16 NNDLS.SQLFIQNP..............................................

Solyc08g080850         DSYLEKVQERILAR..............................................

Solyc09g007550_SlIDD13 SLWLNQANNNMS................................................

Solyc09g065670_SlIDD15 PPPQLPISAAATGV..............................................

Solyc09g074780_SlIDD3  PGGMFSITSGNLFGNSPRSV........................................

Solyc10g084180_SlIDD14 SLWLDQQAANHNNP..............................................

Solyc11g017140         FSFLLSGSCEYPPHKAAKFMSSSEME..................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  PLWLHHENSNYGNPND............................................

AT1G03840_MGP/AtIDD3   WSGGNINHHQQVT...............................................

AT1G14580_BLJ/AtIDD6   MQCSPNQGLLAQ................................................

AT1G25250_FAL/AtIDD16  PAFAYPF.....................................................

AT1G34370_AtSTOP1      FQMLIANACGFSPRNVGESVSDTSL...................................

AT1G55110_AtIDD7       ............................................................

AT1G68130_AtIDD14      STLLYPF.....................................................

AT2G01940_SGR5/AtIDD15 QKVKEP......................................................

AT2G02070_RVN/AtIDD5   FHDQQDHHHHHQQGF.............................................

AT2G02080_IME/AtIDD4   IQSASSQGMLNTT...............................................

AT2G24990_AtIDDa       DSYLEEVQRKVIER..............................................

AT3G13810_AtIDD11      SLHFDTNNGNTNNS..............................................

AT3G45260.1_BIB/AtIDD9 PTNVFASSSSPSPR..............................................

AT3G50700_AtIDD2       APKPTSLN.VVTS...............................................

AT4G02670_AtIDD12      ...SLSTAALSTPP..............................................

AT5G03150_JKD/AtIDD10  LSEMVQMASTGNHH..............................................

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       DSYLEEVQRKVIER..............................................

AT5G44160_NUC/AtIDD8   WMG.........................................................

AT5G60470_EGRET/AtIDD13 QPNALALSSPPSPR..............................................

AT5G66730_ENY/AtIDD1   ASRTIGFN.VSSSD..............................................

Os03g0197800_OsIDD1    PPPVAAPNDCVSSS..............................................

Os01g0195000_OsIDD2    QQQFAPSWLTAQQQ..............................................

Os09g0555700_OsIDD3    .SSSSSFYLANGAAHHAPAQD.......................................

Os02g0672100_OsIDD4    QQQPPAPFLLGAAP..............................................

Os07g0581366_OsIDD5    PSPSEAIGTDGSST..............................................

Os08g0554400_OsIDD6    SSSSSPFYLGG.................................................

Os02g0518500_OsIDD7    SNQISPKESG..................................................

Os01g0242200_OsIDD8    ............................................................

Os01g0935000_OsIDD9    ............................................................

Os04g0566400_OsIDD10   AFFLNAAAAAAATG..............................................

Os01g0572300_OsIDD11   PHQHQQQQQQRQQL..............................................

Os08g0467100_OsIDD12   LQLMPPRTTTTCAG..............................................

Os09g0449400_OsIDD13   LQLMPP.....FNA..............................................

Os03g0237250_OsIDD14   TTGSSS......................................................

Os01g0888700_OsIDDa    PSFLSIQKAAGSLD..............................................

Os01g0871200_OsIDDb    FSFLPSGSCSFGQQNGDS..........................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    DHYLEKIQQKMLEN..............................................

Os10g0419200_Ehd2      NQLLFLQQHQAAH...............................................

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     .........DHQEENGDK..........................................
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Solyc01g005060_SlIDD12 ............................................................

Solyc01g007120         ............................................................

Solyc01g099340_SlIDD10 ............................................................

Solyc02g062940_SlIDD17 RSSSSNGSTGSISVFPSLSGICSNSRSSSSNGSTQSSSIFSSSTGICSSSIFPSSTGICS

Solyc02g085580_SlIDD1  ...CSNG.....................................................

Solyc03g098070         ............................................................

Solyc03g121660_SlIDD11 ............................................................

Solyc04g008500_SlIDD4  ............................................................

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 ............................................................

Solyc05g054030_SlIDD5  ............................................................

Solyc06g062670_SlIDD2  ............................................................

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  ............................................................

Solyc06g075250_SlIDD7  ............................................................

Solyc07g053570_SlIDD8  ............................................................

Solyc08g063040_SlIDD16 ............................................................

Solyc08g080850         ............................................................

Solyc09g007550_SlIDD13 ............................................................

Solyc09g065670_SlIDD15 ............................................................

Solyc09g074780_SlIDD3  ............................................................

Solyc10g084180_SlIDD14 ............................................................

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  ............................................................

AT1G03840_MGP/AtIDD3   ............................................................

AT1G14580_BLJ/AtIDD6   ............................................................

AT1G25250_FAL/AtIDD16  ............................................................

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ............................................................

AT1G68130_AtIDD14      ............................................................

AT2G01940_SGR5/AtIDD15 ............................................................

AT2G02070_RVN/AtIDD5   ............................................................

AT2G02080_IME/AtIDD4   ............................................................

AT2G24990_AtIDDa       ............................................................

AT3G13810_AtIDD11      ............................................................

AT3G45260.1_BIB/AtIDD9 ............................................................

AT3G50700_AtIDD2       ............................................................

AT4G02670_AtIDD12      ............................................................

AT5G03150_JKD/AtIDD10  ............................................................

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       ............................................................

AT5G44160_NUC/AtIDD8   ............................................................

AT5G60470_EGRET/AtIDD13 ............................................................

AT5G66730_ENY/AtIDD1   ...LSND.....................................................

Os03g0197800_OsIDD1    ....SSG.....................................................

Os01g0195000_OsIDD2    ............................................................

Os09g0555700_OsIDD3    ............................................................

Os02g0672100_OsIDD4    ............................................................

Os07g0581366_OsIDD5    ....SCG.....................................................

Os08g0554400_OsIDD6    ............................................................

Os02g0518500_OsIDD7    ............................................................

Os01g0242200_OsIDD8    ............................................................

Os01g0935000_OsIDD9    ............................................................

Os04g0566400_OsIDD10   ............................................................

Os01g0572300_OsIDD11   ............................................................

Os08g0467100_OsIDD12   ............................................................

Os09g0449400_OsIDD13   ............................................................

Os03g0237250_OsIDD14   ............................................................

Os01g0888700_OsIDDa    ............................................................

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    ............................................................

Os10g0419200_Ehd2      ............................................................

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................
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Solyc01g005060_SlIDD12 ....................................................SHHEN.TI

Solyc01g007120         ...............................................KELAASGFTRKDQ

Solyc01g099340_SlIDD10 .................................................FNQLGTNSSN.

Solyc02g062940_SlIDD17 GSSIFASSTGIYSNSSSLSSNRSTSGSSIFTSLTGICSSSSNSSSNSTFASLFASSTASG

Solyc02g085580_SlIDD1  ..........................................SSSSNVFGSLFASSTASG

Solyc03g098070         ......................................TTSSSSP...AFDVSVSSKPNE

Solyc03g121660_SlIDD11 .............................................G...PGPPQ.PQPID

Solyc04g008500_SlIDD4  ......................................ANNNNIKPLMVHGLMQLPNLDH

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 ...........................................SSSKVFASVFPSSSSAQ

Solyc05g054030_SlIDD5  ...................................................FVDQSDHHH

Solyc06g062670_SlIDD2  .............................................GAINPSPSV.PLSNF

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  ......................................TSTTTTSPCSPFDVSISSKSRD

Solyc06g075250_SlIDD7  .......................................FLVASSSSTTSNLPHHELVQI

Solyc07g053570_SlIDD8  ..........................EIHQINPLLHHTSAPAP.APVYDANTLLASSRSN

Solyc08g063040_SlIDD16 .............................................NGNSSNMFGAP.PPH

Solyc08g080850         ...............................................GDMTA.EEEIADS

Solyc09g007550_SlIDD13 ...........................................SQSSNLFGLPDH....H

Solyc09g065670_SlIDD15 ................................................TTHISLNPWEPQ

Solyc09g074780_SlIDD3  .................................ASSSSGLQLSSNIPSNFNYLQDNGKNR

Solyc10g084180_SlIDD14 ........................................LQISSSSNLFDSSSTGGFQE

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  .......................................FLSTP.STTTSTLP.HELVQV

AT1G03840_MGP/AtIDD3   ..................................IEDRMAPQPHSPQEDYNWVFGNANNH

AT1G14580_BLJ/AtIDD6   .........................................NNQSLMNHHGLISLG..DN

AT1G25250_FAL/AtIDD16  ....................................................NAS.SAPF

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ................................................NSNLHG.PMKQE

AT1G68130_AtIDD14      ....................................................VTNGSIEL

AT2G01940_SGR5/AtIDD15 ....................................................SHHHNHNH

AT2G02070_RVN/AtIDD5   .....................................LAGNNNIKQSPMSFQQNLMQFSH

AT2G02080_IME/AtIDD4   ......................................PNNNNQSFMNQHGLIQFDPVDN

AT2G24990_AtIDDa       ...............................................GEISV.EDEIADS

AT3G13810_AtIDD11      .............................................NNSNNHLHTFPMKKE

AT3G45260.1_BIB/AtIDD9 ........................................SASDSLQNLWHLQGQ.SSHQ

AT3G50700_AtIDD2       .............................................NGVFAGLFESSSASP

AT4G02670_AtIDD12      ................................................TAALSAT.....

AT5G03150_JKD/AtIDD10  ........................................LFPSSSSSLPDFSGHHQFQI

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       ...............................................GEISV.EDEIADS

AT5G44160_NUC/AtIDD8   ...................................QDIAPPQ...PQPDYDWVFGNAKAA

AT5G60470_EGRET/AtIDD13 ........................................STSDSVHNLWKLQEEECAHQ

AT5G66730_ENY/AtIDD1   .........................................HSNNNGGYAGLFVSSTASP

Os03g0197800_OsIDD1    ........................................VAPTSQSLLSSMFAPPSVAQ

Os01g0195000_OsIDD2    .............................................QQQLEAMAGAGNPAA

Os09g0555700_OsIDD3    ..........................FGPEDGQSQAGQGSLLHGKPAAFHDLMQLPVQHQ

Os02g0672100_OsIDD4    ..........................QGFGDGGDGSGPHGFLQGKP..FHGLMQLPDLQG

Os07g0581366_OsIDD5    ........................................TGSSVTNAIAPATTTSTFAG

Os08g0554400_OsIDD6    ...........................GGDDGQAHT...SLLHGKP.AFHGLMQLPEQQG

Os02g0518500_OsIDD7    .................................................FPLDGSVTSYP

Os01g0242200_OsIDD8    ..................................................GKLSSSNASE

Os01g0935000_OsIDD9    .............................................PLSMAGCMLSSLAAP

Os04g0566400_OsIDD10   ..........................QDFGDD.AGNGQHSFLQAKP..FHGLMQLPDLQG

Os01g0572300_OsIDD11   .............................................VQQNCGYAVKPEMAP

Os08g0467100_OsIDD12   ......................................GSLGGTPVATAVGYYASSSPHS

Os09g0449400_OsIDD13   ......................................GGAAAAPGGMGACFYAAAHQHH

Os03g0237250_OsIDD14   ....................................................HEQHATTM

Os01g0888700_OsIDDa    ...............................................KELAASGFTRKEQ

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    ...............................................GDMVANDDEITPT

Os10g0419200_Ehd2      .................................................HQLLLPQFQQP

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes. 
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Solyc01g005060_SlIDD12 EE..............................AHLKLSIGS...................

Solyc01g007120         DELEK.......................................................

Solyc01g099340_SlIDD10 ..........................MS....SATALLQQAAQMGA..............

Solyc02g062940_SlIDD17 SLPSQAPQFTDW........FQSVAPSPPPDIEPPSSMEPISLCLAMN............

Solyc02g085580_SlIDD1  SLPSQAPVFSDI........FRAMAPEHTLEMAPPSSTEPISLGLAMS............

Solyc03g098070         DH............................SAHNLQLSIGS...................

Solyc03g121660_SlIDD11 LSSS.....................IFQSSRFSDQDYTQS.HQHHQ..............

Solyc04g008500_SlIDD4  NNNNSS.....................SSTTMFNLNFFQNN.................LS

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 HVNSSYS.................DILRAIETEQVMAVEPISLSLSSSLYLSN.......

Solyc05g054030_SlIDD5  HN..............................NNYIVQNND...................

Solyc06g062670_SlIDD2  SSSS.....................IFPATTRLDQQYSQSSHKDLN..............

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  D...............................HNLQLSIGS...................

Solyc06g075250_SlIDD7  AAHN...............NTQQWFINGTGVGDDSGIGSSSSQLPS..............

Solyc07g053570_SlIDD8  APPVSYNN...................NNHINWDQFIGSKTSPINN..............

Solyc08g063040_SlIDD16 MSAT....................ALLQKAAQIGVTSSSHTANNMS..............

Solyc08g080850         VFIQS.......................................................

Solyc09g007550_SlIDD13 MVQIP.....................SHNMFGTNQILNPTPTTTTT..............

Solyc09g065670_SlIDD15 IPLNP.....................NHTHEENHHQITHPVPIKTE..............

Solyc09g074780_SlIDD3  VAQGQ...................GQLSSVPMSATALLQKAAQMGA..............

Solyc10g084180_SlIDD14 MIQMQ.....................SQNVFGSSNSTSANFSIAEA..............

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  APHANMLGSSSLHKNNNNNNNNQWFVNDD..GGDAIITTSSSMLMP..............

AT1G03840_MGP/AtIDD3   GELIT.TS...................DSLITHDNNINIVQSKEN...............

AT1G14580_BLJ/AtIDD6   NNN.........................NHNFFNLAYFQDTK..................

AT1G25250_FAL/AtIDD16  ES..............................LELQLSIGM...................

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ES.......................QHHYQNIPPWLISSNPNPNGN..............

AT1G68130_AtIDD14      QL..............................LPSRNCADE...................

AT2G01940_SGR5/AtIDD15 DT..............................TNLNLSIAP...................

AT2G02070_RVN/AtIDD5   DNHNSA.....................PSN.VFNLSFLSGNNGVTSATSNPNAAAAAAVS

AT2G02080_IME/AtIDD4   INLKSSG....................TNNSFFNLGFFQENT..................

AT2G24990_AtIDDa       VFMKS.......................................................

AT3G13810_AtIDD11      QQSND.................HIMNYHHSIIPPWLAPQPHALTSS..............

AT3G45260.1_BIB/AtIDD9 WLLNE...................NNNNNNNILQRGISKNQEEHEM..............

AT3G50700_AtIDD2       SIYTTS...................SSSKSLFASSSSIEPISLGLSTS............

AT4G02670_AtIDD12      ............................................................

AT5G03150_JKD/AtIDD10  PMTST.....................NPSLTLSSSSTSQQTSASLQ..............

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       VFMKS.......................................................

AT5G44160_NUC/AtIDD8   SACID.NN...................N...THDEQITQN.ANAS...............

AT5G60470_EGRET/AtIDD13 WLLNE...................YMNNNKNIFHKGIFKNQEDEIK..............

AT5G66730_ENY/AtIDD1   SLYASS...................TASPSLFAPSSSMEPISLCLSTNPSL.........

Os03g0197800_OsIDD1    APQYADP................IGVGAGGHQERAVPAKPPALCLAPN............

Os01g0195000_OsIDD2    MYGS....................ARLDQEFIGSSTPESGGAQQAG..............

Os09g0555700_OsIDD3    QSGNGN.........................LLNLGFFS..GSNGG..............

Os02g0672100_OsIDD4    NGTGGPSP...................SGPGLYNLGYIANSANSSGTSSHGHASQGQMTN

Os07g0581366_OsIDD5    LFASVTT................SSTPQSRSLRDLIGVDPTFLCLAIG............

Os08g0554400_OsIDD6    SNGGG..........................LLNLSYFS..GGNGGHHHHHQE..GRLVF

Os02g0518500_OsIDD7    YMS.......................MNSPYMSATALLQKAAEMGA..............

Os01g0242200_OsIDD8    LTS......................................ATAA...............

Os01g0935000_OsIDD9    LSSPF.................................LPGCKLG...............

Os04g0566400_OsIDD10   NGAGGPGA...................PGPNLFNLGFFANNGNSSG.SSHEHASQGLMSN

Os01g0572300_OsIDD11   WPTT....................MPYDHHHPLLQPLCNANAAATA..............

Os08g0467100_OsIDD12   PAAALPSRQ..................PVADAMRLQLSIGFGGA................

Os09g0449400_OsIDD13   PTGVSQCN.....................DASTQLQLSIGR...................

Os03g0237250_OsIDD14   TT..............................TKLQLSIGP...................

Os01g0888700_OsIDDa    VEMDK.......................................................

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    VLVQTLD.....................................................

Os10g0419200_Ehd2      PSSPP........................AYFDHLAFGGGGGVITG..............

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................
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Solyc01g005060_SlIDD12 ..............................SS...............PNHEVLNL.....

Solyc01g007120         ............................LIEGELENHSDSDDEGTADEEDEE........

Solyc01g099340_SlIDD10 ............................TVNNNMNSTLFNG...................

Solyc02g062940_SlIDD17 ............................HGSSVFGSTG......QERMQYAAAP......

Solyc02g085580_SlIDD1  ............................HSSSIFRPAG......QERRQYAPAP......

Solyc03g098070         ........................SDFNESSENANEKRSSDALRLKDEATEQLRV.....

Solyc03g121660_SlIDD11 ............................QGFMNPNPSLSGPT........SGA.......

Solyc04g008500_SlIDD4  TNSGILGDHHHHHHRHDNN.........SNISCSIPSLYG...VQVLESSNTTFSSG...

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 ............................NRASLFQEHTGGHGHGHGQHYGSATM......

Solyc05g054030_SlIDD5  ............................IEVKEIIEEATTQVTRLKSEANEILKI.....

Solyc06g062670_SlIDD2  ............................LHHQNPNPNLRGPTLGYDSMGESGV.......

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  ........................SDLSENNNNDTHRWRND........VEGLRH.....

Solyc06g075250_SlIDD7  ............................RVLLKEEEENKRNMSETISSMYYNNHHNE..T

Solyc07g053570_SlIDD8  .....................AEQLSNTSSANISVPSLFSCQQQIALSSPSA........

Solyc08g063040_SlIDD16 ............................ATTFFSPTTST.....................

Solyc08g080850         ............................FIPKTLDHVKDAEADVQRIISGEDTGD.....

Solyc09g007550_SlIDD13 ............................TN...TNTNT........NTPATPN.......

Solyc09g065670_SlIDD15 ............................SIHFPISSSLPFYHDQHYPVFHRGSFS.....

Solyc09g074780_SlIDD3  ............................TASSSINSPMMQKSFVTSAMAGPDISITR..P

Solyc10g084180_SlIDD14 ............................YNSLYSDSQN........SQLTKQN.......

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  ............................RVLK.EEEENK.....TLSPMYYNN.......

AT1G03840_MGP/AtIDD3   ..........................ANGATSLSVPSLFSSVDQITQDANAASVAVA...

AT1G14580_BLJ/AtIDD6   ............................NSDQTGVPSLFTN...................

AT1G25250_FAL/AtIDD16  ..............................ARTSAQARHNEK.RETSLTKERAN......

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ............................NGNLFPPVASSVNT.....GRSSFP.......

AT1G68130_AtIDD14      ..............................TSLSLSIGTMDQ.KTMSEVEKKSYE.....

AT2G01940_SGR5/AtIDD15 ..............................SSSYQHYNNFDRIKEIMASEQIMKI.....

AT2G02070_RVN/AtIDD5   SGNLMISNHYDGENAVGGGGEGSTGLFPNNLMSSADRISSGSVPSLFSSSMQSPNSA...

AT2G02080_IME/AtIDD4   ............................KNSETSLPSLYSTD..VLVHHREENLNAG...

AT2G24990_AtIDDa       ............................YIPKSLDAVNNPEADVAKITSGQDTGD.....

AT3G13810_AtIDD11      ............................N....PNPSNGGGG.....GGSLFS.......

AT3G45260.1_BIB/AtIDD9 ............................KNVISNGSLFSSEARNNTNNYNQNGG......

AT3G50700_AtIDD2       ............................HGSSFLGSN.........RFHA..........

AT4G02670_AtIDD12      ...............................................ALLQKATS.....

AT5G03150_JKD/AtIDD10  ............................HQTLKDSSFSPLF...SSSSENKQNK......

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       ............................YIPKSLDAVNNPEADVAKITSGQDTGD.....

AT5G44160_NUC/AtIDD8   ..........................LTTTTTLSAPSLFSSDQPQNANANSN....V...

AT5G60470_EGRET/AtIDD13 ............................KGNIYSGSNPTDGNIASLFSYNQEAV......

AT5G66730_ENY/AtIDD1   ............................FGPTIRDPP.........HFLTPLPP......

Os03g0197800_OsIDD1    ............................ASSSLFTAPVP.....ADRQQFAPPPPPS...

Os01g0195000_OsIDD2    ............................LSFGFSSTSSAPPH........P.A.......

Os09g0555700_OsIDD3    VDQFNG.........GAGNGGQG.....SIVTSSG..LAGNHGGGGGGFPSLYNSSE..P

Os02g0672100_OsIDD4    TDQFSE......GGGGGGGGGGS.....ETSAAALFGAGGNFSGGDHHQVSPAGMYANDQ

Os07g0581366_OsIDD5    ............................APSSLFPQTNA.....SDPCSFAPPP......

Os08g0554400_OsIDD6    PDQFNGVAAGNGARAGSGEHGNS.....GNNADSGSIFSGNMMGGGGGFSSLYSSSD..Q

Os02g0518500_OsIDD7    ............................KTSQDPISPLLLKSFPNNLTSSRDHMNIS..S

Os01g0242200_OsIDD8    ............................AKEAESVPSVFSNQQHAKPAAPTD........

Os01g0935000_OsIDD9    ............................VDAARDAAMVFPPPPPPAGSAAAI........

Os04g0566400_OsIDD10   .DQFSC......GAGGGGGLTRR.....RRGSPAVTSLVATMFLLQGSTTIKRRCCR...

Os01g0572300_OsIDD11   ............................QSSATSAPPTTPQL........PAA.......

Os08g0467100_OsIDD12   .......................RDDGNNNSSSSSGEVSASATRLKEAAHEQLRL.....

Os09g0449400_OsIDD13   .........................DEVMGAAGTSDEASAAAT.AKEQAREQLRQ.....

Os03g0237250_OsIDD14   ........................AAVVAAASGGGGACAAAAGGEEEQQREEVRR.....

Os01g0888700_OsIDDa    ............................YIDQNAEEES.SDDDSTSEQDNEDGDDVA..V

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    ............................YVKQCEADIVNMSLMQRPSFANEPTAD.....

Os10g0419200_Ehd2      ............................SSCNDDNSSIAGDVMVAAGGDSVSFG......

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................
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Solyc01g005060_SlIDD12 .....VMADKAYAEEARRNAKREMEYAEREFENAKR....................IRQQ

Solyc01g007120         .....DINNTNVKQLESLDLAKEDVN..................................

Solyc01g099340_SlIDD10 ......VQIPIQSNHDHDQNETQ......IGSILQG..................FGGSML

Solyc02g062940_SlIDD17 ...QPSMSATALLQKAAQMGATATN...SSLLRGLG....................ILSS

Solyc02g085580_SlIDD1  ...QPAMSATALLQKAAQMGAAATS...SSFLRGIG....................VMSS

Solyc03g098070         .....AISEKAYAEEARQQAKRQIELAEQEFANAKR....................IRQQ

Solyc03g121660_SlIDD11 .MASPHISATALLQKAAQMGATMSNKASTVSAVSSGPGPAM...........LMRPHQIH

Solyc04g008500_SlIDD4  ....PIMSATALLQKAAQMGSSSTS.......NISA...................TA...

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 ...QPALSATALLQKAAQMGSTTSN...NSFLRGLG....................LAMS

Solyc05g054030_SlIDD5  .....AMEEKAMAIEKRQEAKCLIELANLEMAKAME....................IRQS

Solyc06g062670_SlIDD2  .VSPVHISATALLQKAAQFGATISNKASAVTATAAYTG..T...........AKIPHNTH

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  .....ALAEKVYAEETRKEARREIELAEEELSNARR....................IRRQ

Solyc06g075250_SlIDD7  TAPATHMSATALLQKAAQMGSTRSN..SALFGTGFG..................LMG.SS

Solyc07g053570_SlIDD8  .....NMSATALLQKAAQIGATTTT........DPS...................IFLGN

Solyc08g063040_SlIDD16 .TTGIAMSGSGSGAGVARQYHPFE..NNNNNNNT...................NTDFVTG

Solyc08g080850         .....MYY.KTITGLKQALTATNSSAEDQQHLQIDELGQETAAAAETNKPSD........

Solyc09g007550_SlIDD13 ..PPIPMSATALLQKAAQMGSTKST.P.NYFSNTFG..................VMHSSS

Solyc09g065670_SlIDD15 .IPSPQLAATALLQRATTMGTNSTVNHVNSTMAH....................LNRGTL

Solyc09g074780_SlIDD3  SPNYDNFQMQQDSNNHQSQSQNQN.....LAAVIND..................MGIYSG

Solyc10g084180_SlIDD14 ..STTPMSATALLQKAAQMGSTKSN.QSTFFSNNFS..................KLNSSS

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  ....SHMSATALLQIAAQIGSTRSNNNSPLFSNQFG..................LMTSSS

AT1G03840_MGP/AtIDD3   .....NMSATALLQKAAQMGATSSTSPTTTITTDQS...................AYLQS

AT1G14580_BLJ/AtIDD6   ....................GADNN.......GPSA...................LLRGL

AT1G25250_FAL/AtIDD16  .......EEARKAEETRQEAKRQIEMAEKDFEKAKR....................IREE

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       .HPSPAMSATALLQKAAQMGSTKSTTPEEEERSS...................RSSYNNL

AT1G68130_AtIDD14      .....KGETSLEREEARRETKRQIEIAELEFAEAKR....................IRQH

AT2G01940_SGR5/AtIDD15 .....AMKEKAYAEEAKREAKRQREIAENEFANAKK....................IRQK

AT2G02070_RVN/AtIDD5   ....PHMSATALLQKAAQMGSTSSN.......NNNG...................SN...

AT2G02080_IME/AtIDD4   ....SNVSATALLQKATQMGSVTSN.......DPSA...................LFRGL

AT2G24990_AtIDDa       .....MLY.QTITGLKDALPKIE.....EQKIEVNDE.......................

AT3G13810_AtIDD11      .LASPAMSATALLQKAAQMGSTKTPPLPPTTAYE...................RSTHNNN

AT3G45260.1_BIB/AtIDD9 ..QIASMSATALLQKAAQMGSKRSS.SSSSNSKTFG..................LMTS.I

AT3G50700_AtIDD2       ...QPAMSATALLQKAAQMGAASSG...GSLLHGLG....................IVSS

AT4G02670_AtIDD12      .LSSTTFGGGGQTR...SIGHHRHLTNVNEFLG.....................VDRVMM

AT5G03150_JKD/AtIDD10  ..PLSPMSATALLQKAAQMGSTRSN.SSTAPSFFAG..................PTMTSS

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       .....MLY.QTITGLKDALPKVD.....EQQIEVNAE.......................

AT5G44160_NUC/AtIDD8   .....NMSATALLQKAAEIGATSTT...TAATNDPS...................TFLQS

AT5G60470_EGRET/AtIDD13 ..NMASFSATTLLQKVAQTGTP..S.SSETSTTMFG..................QMTSSI

AT5G66730_ENY/AtIDD1   ...QPAMSATALLQKAAQMGSTGSG...GSLLRGLG....................IVST

Os03g0197800_OsIDD1    ..PSPHMSATALLQKAAQMGATSSS...SSFLRCLG....................LDMS

Os01g0195000_OsIDD2    .ASSAHMSATALLQKAAQMGATLSRPSSHAHMAA...................AAAASTH

Os09g0555700_OsIDD3    AGTLPQMSATALLQKAAQMGATTSSYNAGGAGGASS...................LLRGA

Os02g0672100_OsIDD4    AMMLPQMSATALLQKAAQMGSSTSS....ANGAGAS...................VFGGG

Os07g0581366_OsIDD5    ...APHMSATALLQKAAEVGASQSS...SSFLKEFG....................LAAS

Os08g0554400_OsIDD6    TVPPPQMSATALLQKAAQMGATTSS...GGAGSVNS...................LLRGL

Os02g0518500_OsIDD7    RSQGDSLGNSTVNSDCMKTTEDENSYMIGRGNILIN..................APWSSG

Os01g0242200_OsIDD8    ......MSATALLQKAAQIGAVTST......AAMPL...................VSPFE

Os01g0935000_OsIDD9    ......MSATALLQKAAELGATTST......GCYGG...................VAFPA

Os04g0566400_OsIDD10   .....RCRRPALLQKAAQMG.ATSS....ANGPGS....................MFRG.

Os01g0572300_OsIDD11   .AAAAHLSATALLQKAAQMGATIGGAGTGAAGAH...................YAHMASP

Os08g0467100_OsIDD12   .....AMAEKAAADEARAQAKRQAELADQELATARR....................MRYQ

Os09g0449400_OsIDD13   .....AMAEKEAAGEARAQARRQVELAEQELATARR....................MRHQ

Os03g0237250_OsIDD14   .....ALEEKTAADAARERAREEAAAAERALEDARR....................ARHR

Os01g0888700_OsIDDa    KIGSLKIAEQDSAEVPDCTLASKDSNEPETFAKENETSTSCSGENNSINPSP........

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    .....KLYNQPLLGFVRNKNEPTK....NQQVQSEEP.......................

Os10g0419200_Ehd2      .....LTSEGSVTMHAGDVGRRRLTRDFLGVDHDAG...................EVDEL

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................



                                                            

Solyc01g005060_SlIDD12 AQAEI.......................................................

Solyc01g007120         ............................................................

Solyc01g099340_SlIDD10 QNNGDD..............HHKSSRV.................................

Solyc02g062940_SlIDD17 SS..................SSSGQHEWNGRQID..........................

Solyc02g085580_SlIDD1  TS..................SSNGHQEWSGRPSD..........................

Solyc03g098070         AQAEL.......................................................

Solyc03g121660_SlIDD11 VSATATAAESVSNATDFGLNLSSREDLPTGFFNSLAS.......................

Solyc04g008500_SlIDD4  SLFKA..............FGSNTSGS.................................

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 PS..................TSTPEENSLARRTN..........................

Solyc05g054030_SlIDD5  VCASS.......................................................

Solyc06g062670_SlIDD2  VSVTST..DSATKQTQQ..KLSSREDLTT...............................

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  AQMEL.......................................................

Solyc06g075250_SlIDD7  FSKSNGQ...........GQFATHDQN.................................

Solyc07g053570_SlIDD8  FSMNNCSNNNNNKNNDNNKFCGFYVST.................................

Solyc08g063040_SlIDD16 NTSFPDF............GASVTPG..................................

Solyc08g080850         ............................................................

Solyc09g007550_SlIDD13 SPSSNN.............TTQIFNNN.................................

Solyc09g065670_SlIDD15 THVTPNG............FLSFGSEN.................................

Solyc09g074780_SlIDD3  ILMSND..............QNNDGGY.................................

Solyc10g084180_SlIDD14 SSSPNTP...........TFTSLQSCE.................................

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  LSMKN................SSSSSS.................................

AT1G03840_MGP/AtIDD3   FASKS.NQIVEDGGSDR.FFASFGSNS.................................

AT1G14580_BLJ/AtIDD6   TSSS...............SSSVVVND.................................

AT1G25250_FAL/AtIDD16  AKTEL.......................................................

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ITTTMAA............MMTSPP...................................

AT1G68130_AtIDD14      ARAEL.......................................................

AT2G01940_SGR5/AtIDD15 AQAEL.......................................................

AT2G02070_RVN/AtIDD5   TNNNN..............NASSILRS.................................

AT2G02080_IME/AtIDD4   ASSSN..............SSSVIANH.................................

AT2G24990_AtIDDa       ............................................................

AT3G13810_AtIDD11      LTTTMAA............MMTSPSGFIS...............................

AT3G45260.1_BIB/AtIDD9 FNNKQ.......................................................

AT3G50700_AtIDD2       TS..................TSIDA...................................

AT4G02670_AtIDD12      TSASSSE............YDQLVVDG.................................

AT5G03150_JKD/AtIDD10  SATASP.................PPRS.................................

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       ............................................................

AT5G44160_NUC/AtIDD8   FPLKSTDQTTSYDSGEK.FFALFGSNN.................................

AT5G60470_EGRET/AtIDD13 FNNTM.......................................................

AT5G66730_ENY/AtIDD1   TS..................SSMELSNH................................

Os03g0197800_OsIDD1    SSSSAP.............PSSSGQQQQHHHHHH......QETMQVPLPASSLP......

Os01g0195000_OsIDD2    NSSSSAA............TTNAPPPP.................................

Os09g0555700_OsIDD3    SSHG...............ISVGEGP..................................

Os02g0672100_OsIDD4    FAGSSAPSSIPHGR.GTTMVDQGQMHL.................................

Os07g0581366_OsIDD5    TSSSPPSKLSQGRFTTGNTPTTSHPHPHPHPHPHPPQGRFMDNVPQPPPPAKLPHRMFTD

Os08g0554400_OsIDD6    GSGGGGGALNGKPAGAAGFIMSGESSS.................................

Os02g0518500_OsIDD7    IMRPGT..............VPLIG...................................

Os01g0242200_OsIDD8    PTKPGGATASPAD..ECGKFDGAALFA.................................

Os01g0935000_OsIDD9    MGIAGGLDRLPAIGHHLAPYDDVVVPA.................................

Os04g0566400_OsIDD10   FVGSS.....PHMRPAAQHMDQSDAHL.................................

Os01g0572300_OsIDD11   AGAGAPA............GGSATFGL.................................

Os08g0467100_OsIDD12   AQVEL.......................................................

Os09g0449400_OsIDD13   AQVEL.......................................................

Os03g0237250_OsIDD14   ARGEL.......................................................

Os01g0888700_OsIDDa    ............................................................

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    ............................................................

Os10g0419200_Ehd2      ELDELP......................................................

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................



                 290       300       310        320         

Solyc01g005060_SlIDD12 ...............ERAKQLKEEAINRISSSILEITCHACKNK.FQTIDN.........

Solyc01g007120         ..............HQTGDDKHDDNHQVGDENDPEEEEEAESEDDPELEKSLS.......

Solyc01g099340_SlIDD10 ..............LQNEQGWFNNNNNNSNTGLFNEKQRTLNKEAG..HSNEE.......

Solyc02g062940_SlIDD17 ................TDGATLAAG......LGLGLPCD...DGSGLKELMLG.......

Solyc02g085580_SlIDD1  ................ANGASLAAG......LGLGLPCD...AGSGLKELMLG.......

Solyc03g098070         ...............DKANALKEHAIKQINSTLSQITCHSCKQK.FQSTTR.........

Solyc03g121660_SlIDD11 ........YGNKAANPSAVITPVTIPLSTAPHPTPSTLQDMMNSFSSVNPTGFEG.....

Solyc04g008500_SlIDD4  ..............SSSGTKSDHQAFNFGSDITDSGIINA..YGGGSHEGY.........

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 ................ALGHVKLESNINAEVPGLGIQLH...GHSGFTDLMMGPSIS...

Solyc05g054030_SlIDD5  ...............SSS...........SHVMKIIKCSSCNNKQFQSVSS.........

Solyc06g062670_SlIDD2  ........ITGPANNISGIMTSFSNGFDGSTMFEDAILFGGFNNLNSKKEN.........

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  ...............EKAQVLKEEAIRKINFTLSQITCYACKQK.FQPKKT.........

Solyc06g075250_SlIDD7  ..............FNGLMMHSPNNNNS...NQGNRLLFGDMNSTSLEGNASGKNSDPFN

Solyc07g053570_SlIDD8  ..............PTTNNSISNSLGSDVDQSSSVNDFSA..TIHPIQMYPPPKRRH...

Solyc08g063040_SlIDD16 ..............FMEQVHDMQNMMATTAPSLPCTSFDEGFGRGAHLMRQ.........

Solyc08g080850         ..............GESETETESDDDDDDESDCSEGSSSDGEKPTAADKKAAR.......

Solyc09g007550_SlIDD13 ..............EIHQAFAKQTEDYN...QTENILINGCPNMNSSVNSKAINL....D

Solyc09g065670_SlIDD15 ..............IPGNWQKRDNLTRDFLGLTGDHHHHHDHDDSSSSAGGVGGG.....

Solyc09g074780_SlIDD3  ..............IKNVTEVLDRDNHNHST...NDRVRNQTMMVQ..NGSND.......

Solyc10g084180_SlIDD14 ..............TTDQIFAKKSEDYTTSLLQSNNGLFGCPNFTSSGINKSINL....D

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  ..............ASNVAIHENVQGN.......NGLLIGATNSTTFVANNAN......T

AT1G03840_MGP/AtIDD3   ...............VELMSNNNNGLHEIGNPRNGVTVVS..GMGELQNYPWKRRR....

AT1G14580_BLJ/AtIDD6   ..............FG......DCDHGNLQGLMNSLAATT..DQQGRSP...........

AT1G25250_FAL/AtIDD16  ...............EKAHVVREEAIKRINATMMEITCHSCKQL.FQLP...........

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ...............EPGFGFQDYYMMNHQHHGGGEAFN...GGFVP.............

AT1G68130_AtIDD14      ...............HKAHLFREEASRRISATMMQITCHNCKQH.FQAPAALVPPPP...

AT2G01940_SGR5/AtIDD15 ...............ERAKFLKEQSMKKISSTIMQVTCQTCKGQ.FQAVAVP........

AT2G02070_RVN/AtIDD5   ..............FGSGIYGENESN..LQDLMNS.FSNP..GATGNVNGV.........

AT2G02080_IME/AtIDD4   ..............FGGGRIMENDNNGNLQGLMNSLAAVN..GGGGSGG...........

AT2G24990_AtIDDa       ...............EKEEEGEEEEDGESEEGSEEEESE..EELGHEDKKAAR.......

AT3G13810_AtIDD11      ............SNNNNHVLFQDYNASGFDNHGREEAFDDTFGGFLRTNEV.........

AT3G45260.1_BIB/AtIDD9 ..............AEN.IKTKEVDERG................................

AT3G50700_AtIDD2       ....................IVPHG......LGLGLPCG.GESSSGLKELMMG.......

AT4G02670_AtIDD12      ..............FTSTWQKADRLTRDFLGLT...........................

AT5G03150_JKD/AtIDD10  ..............SSPMMIQQQLNNFNTNVLREN..HNRAPPPLSGVSTSSVDN....N

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       ...............EEE...EEEEEGSGEES..EEESE..KELGPEDKKAAR.......

AT5G44160_NUC/AtIDD8   ..............NIGLMSRSHD.HQEIENARNDVTVAS..ALDELQNYPWKRRR....

AT5G60470_EGRET/AtIDD13 ..............LNSYCLTAKNNEEE................................

AT5G66730_ENY/AtIDD1   .................DALSLAPG......LGLGLPCSSGGSGSGLKELMMG.......

Os03g0197800_OsIDD1    ....EWPPR....LQPEPSPMLSSG......LGLGLPYDATGGPVSLPELMMG.......

Os01g0195000_OsIDD2    ..............PTSNVSSTCVGAGGYGLAFEASHFIAADESSRGARSD.........

Os09g0555700_OsIDD3    .....................ANERSSYQNLIMGSMASGG..GGAGFAG...........

Os02g0672100_OsIDD4    ..............QSLMNSLAGGGNADHQGMFG........SGSMIDPRLYDMDQH...

Os07g0581366_OsIDD5    NSVQQWHHRSNQQMEMEPGPMLPGG......LGLGLTYDT..GNSGLPDLMMG.......

Os08g0554400_OsIDD6    ..............RSTASQTAENESQLRELMMNTLSATG..GGTGAGT...........

Os02g0518500_OsIDD7    ..............LMNHPFSMREEKDNPSIFPENQTQHNRQDNISGVVDADA.......

Os01g0242200_OsIDD8    ..............AASHHNAN......LGGAMS.ELTGA..AGNVPYDVLSAVRH....

Os01g0935000_OsIDD9    ..............ALQGQTATQLVGFDLGGLLPGQLYGG..GGGAMTRAIGSLMHG...

Os04g0566400_OsIDD10   ..............NDLMNSLAGGG.VNAAAMFGGTNGGGVPGAGMFDPRLCDI.EH...

Os01g0572300_OsIDD11   ..............GLSCLNTHQDGGGGGGNGLIPAGMMGHLARTASHGRS.........

Os08g0467100_OsIDD12   ...............SRAHVLRDHAIRQVDATQLQITCYSCSHK.FRARAA.........

Os09g0449400_OsIDD13   ...............SRAHALRDHAVRQVNATLLQITCFSCRHK.FRAAAAGAPLP....

Os03g0237250_OsIDD14   ...............EKALALRDHAAR....LIAQVTCHACRQR.SLAVMS.........

Os01g0888700_OsIDDa    ..............SSNGDAKEPTESQDNDDSDDDSSDDPDGEDDDALAKQLN.......

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    ..............LDLQNKCSSEHSESCTSSDEDGSWHEILKVGPEERKAAR.......

Os10g0419200_Ehd2      ................ADLSTTAAACQGCNFAAATTAACCATDFTTGSRQYLG.......

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................



                         330                                

Solyc01g005060_SlIDD12 ..................NVDSSPPMSYMS...SDGE.................REQ...

Solyc01g007120         .................KQRKKAIQAAHRGKRNFASRNTYKDKGGKSSQNSKVHKQLSGW

Solyc01g099340_SlIDD10 ......................SLTLDFLGIGG.....MRHR...NLHEMHQHQQEMSFE

Solyc02g062940_SlIDD17 ..............TPSVFGPKHPTLDLLGLGMA.AGGGSTP..GLSALITSMGGNLDVA

Solyc02g085580_SlIDD1  ..............TPSVFGPKHPTLDLLGLGMA.ASVGPSP..GLSALLTSMGSNLDMV

Solyc03g098070         ..............VSIADENNSLALSYISSGLSEGHHHE........VAANNINQNEHL

Solyc03g121660_SlIDD11 .SNFEDPFSILNPKNNNGSGNDDMTKDFLGLRPLSHS.DIFNIAGLVNS........TP.

Solyc04g008500_SlIDD4  ...NTTTKLNFEQNQGPPQKKQ.LTRDFLGV............GEIVRSMNG..RFSTQR

Solyc04g056320_SlIDDb  ............................................................

Solyc04g080130_SlIDD18 ............HQTSMMFGSKPPTLDFLGLGNG.ASG..TPSNGFSAFLSSMEDGFGVV

Solyc05g054030_SlIDD5  .................SKDATLTNNYYLSSSIYRR........................

Solyc06g062670_SlIDD2  ....EDEDQQLYFNGSMNEEDHILTKDFLGLKPLSHTDDIFNIAALVN............

Solyc06g065440         ............................................................

Solyc06g072360_SlIDD9  ..............TTTTTR..............................TTSIDQNIHL

Solyc06g075250_SlIDD7  LMPRNNKGKQVNLSGNEA.MEGGLTRDFLGVGGN.......ESRPFLSK.NELAKFGNIS

Solyc07g053570_SlIDD8  ...IQIEDSVKGVEVGAGGGAGGQTRDFLGVG..............VQSICHPSSINGLI

Solyc08g063040_SlIDD16 .........GKENN.......EGLTRDFLGLRAFPHHRDFLSTTTPPAALHYNMGSSAAA

Solyc08g080850         .................KENKKKVKEEKREARKHKVPKAVKKKKKKLAKAKKYR......

Solyc09g007550_SlIDD13 QALLQTGGMHN.QNVHFN.LHNSLTRDFLGMGNE.......GGQPFLPQ..ELAKFASIN

Solyc09g065670_SlIDD15 .......GGGGQVLPTNGNVGNGLLLSYGGNRMQDFQQTLYERDNSVLKHHPLGFGFAGA

Solyc09g074780_SlIDD3  ......................MLTVDFLGIGG.....ASRAPISNLQEQRRFEAAINQQ

Solyc10g084180_SlIDD14 EAIMQTVGMHNTQAVSMNGMDNCLTRDFLGIKHE.......GNCQFLPQ..EIVKFASMN

Solyc11g017140         ............................................................

Solyc11g066420         ............................................................

Solyc11g069240_SlIDD6  LMMMQDKGK...........QGNLTRDFLGGGRN.......EKRLFLQQTHEMAKFENNK

AT1G03840_MGP/AtIDD3   ............VDIG.NAGGGGQTRDFLGVG..............VQTICHSSSINGWI

AT1G14580_BLJ/AtIDD6   ....SLFDLHFANNLSMGGSDR.LTLDFLGVN...........GGIVSTVN......GRG

AT1G25250_FAL/AtIDD16  ..............VTADESTSSLVMSYVSSATTEGE.................CE....

AT1G34370_AtSTOP1      ............................................................

AT1G55110_AtIDD7       ..........GEEKNDVVDDGGGETRDFLGLRSLMSHNEILSFANNLGN........CLN

AT1G68130_AtIDD14      .............QTHCTDESTSLAVSYMSSATTEGE.................KASDRA

AT2G01940_SGR5/AtIDD15 ...............AATADETSLVVSYMSSANTDGE.................LENGF.

AT2G02070_RVN/AtIDD5   ...DSPFGSYGGVNKGLSADKQSMTRDFLGV............GQIVKSMSGSGGFQQQQ

AT2G02080_IME/AtIDD4   ....SIFDVQFGDNGNMSGSDK.LTLDFLGV............GGMVRNVNRGGGGGGRG

AT2G24990_AtIDDa       .................KEHKKKVKEEKRESRKTKTPKSVKKRKKKVSKPHKTR......

AT3G13810_AtIDD11      ......TAAAGSEKSTKSGGGEGLTRDFLGLRPLMSHNEILSFAG.LGS........CIN

AT3G45260.1_BIB/AtIDD9 .......................FTRDFLGVGSQHRSWPLLMVNHNLPDSSPPASTDGTP

AT3G50700_AtIDD2       ..............NSSVFGPKQTTLDFLGLGRA.VGNGNGPSNGLS...TLVGGGTGID

AT4G02670_AtIDD12      .......GHGGHVS.....VRPGDMLEYAGG..VAFPMSAYDTES.....HDHSFQKAYD

AT5G03150_JKD/AtIDD10  PFQSNRSGLNP..AQQMG.....LTRDFLGVSNEHHP.HQTGRRPFLPQ..ELARFAPLG

AT5G22890_STOP2        ............................................................

AT5G37350_AtIDDb       .................KEHKKKVKEEKRESRKTKTPKSVKKRKKKVSKPHKTR......

AT5G44160_NUC/AtIDD8   ............VDGGGEVGGGGQTRDFLGVG..............VQTLCHPSSINGWI

AT5G60470_EGRET/AtIDD13 .......................LTRDFLGVGSSED..QQRLHRHRFPSSVPLTANHDIP

AT5G66730_ENY/AtIDD1   ..............NSSVFGPKQTTLDFLGLGRA.VGNGGNTGGGLSALLTSIGGGGGID

Os03g0197800_OsIDD1    ..............QSTLFSAKPATLDFLGLGVS.PTGASTSRG.FPTFIQPIGGAVSLA

Os01g0195000_OsIDD2    .........RDTGNGVAGAGNDGLTRDFLGLRAFSHG.NIMSMAGFDP....CMSTTSAS

Os09g0555700_OsIDD3    .....SFSGASGFGGAVDDGKLS.TRDFLGVGVV.........QGISGSAAMGPPRHG.A

Os02g0672100_OsIDD4    ...EVKFSLQRGGGGG...GDGDVTRDFLGVGG..........GGFMRGMSMARGEHHGG

Os07g0581366_OsIDD5    ..............PSALYGPKPATLDFLGLGIGGTMGGSTANGGLPALM..VGGELDMG

Os08g0554400_OsIDD6    .....VFVGG.GFPG.VDDGKLS.TRDFLGV...............SGGAPGLQLRHGGA

Os02g0518500_OsIDD7    ......................GLTQDFLGLGGSGT..LDMSSETYNADVTALSYSDEQE

Os01g0242200_OsIDD8    ..........HAGLKDAGGVGREETRDFLGVG..............VQALCS.SSIHGWI

Os01g0935000_OsIDD9    .......GDQHAGVVDRRRGEGVRVVDYMGVDDDDDH.....GCFDGVGPFG.PHIGPWA

Os04g0566400_OsIDD10   ...EVKFSQGGGGGGGAGAGTGDGTRDFLGVGG..........GGIVHGMSTPRGDHHQS

Os01g0572300_OsIDD11   .........GEDVAGAGGGGGDGMTRDFLGLRAFSHR.DIL.LAGFDSS...CMGHVNAA

Os08g0467100_OsIDD12   ..............AMISSDVAS.YVSSVVTEGGDAEVDNDGNLHRRRLNADDGMPRGHS

Os09g0449400_OsIDD13   ..............AAMSSDVACSYVSSVVTEGGDADDP.........LDVVDATRRRLQ

Os03g0237250_OsIDD14   .................MAAIDGHGASAVAREHLRGG................GVGAGI.

Os01g0888700_OsIDDa    .................KQRKRAIAAAHGRRRPISSRNAYKYKG.KGTMNSKIERQACKW

Os01g0871200_OsIDDb    ............................................................

Os03g0838800_OsIDDc    ............................................................

Os04g0165200_ART2      ............................................................

Os07g0162300_OsIDDe    .................KENKKKVKAEKREARKDKIPKAEKKKRKKMAKAKCKR......

Os10g0419200_Ehd2      ...............RLPPVNETWSHNF................................

Os08g0562300_OsIDDf    ............................................................

Os02g0572900_STOP1     ............................................................

Os12g0170400_DART1     ............................................................



                                                            

Solyc01g005060_SlIDD12 .....................................................       

Solyc01g007120         .....................................................       

Solyc01g099340_SlIDD10 QQQVN..............HQSIQRVNS.....IWDD................       

Solyc02g062940_SlIDD17 AAARPFDSGEFC.................GKEFGRSS................       

Solyc02g085580_SlIDD1  TSAGSFGSADFS.................GKDLGRNS................       

Solyc03g098070         KLSQL................................................       

Solyc03g121660_SlIDD11 .NETQSQ.......................NHKTWQS................       

Solyc04g008500_SlIDD4  EQQQQN.......NGLNNMMSSLLDPERNQIQQSFG...SATND.........       

Solyc04g056320_SlIDDb  .....................................................       

Solyc04g080130_SlIDD18 AEP....WDDPS.................DRKPAML.................       

Solyc05g054030_SlIDD5  .....................................................       

Solyc06g062670_SlIDD2  ...TEFK.......................NHKTWQS................       

Solyc06g065440         .....................................................       

Solyc06g072360_SlIDD9  KV...................................................       

Solyc06g075250_SlIDD7  ASAMGLS..........DYSETH..............................       

Solyc07g053570_SlIDD8  .....................................................       

Solyc08g063040_SlIDD16 AAPASFD.......QHHHHHQNQNQ.....NQLPWQN................       

Solyc08g080850         .....................................................       

Solyc09g007550_SlIDD13 .SAMGLS..........HYSTGH..............................       

Solyc09g065670_SlIDD15 GAGAGAAAD....................STTGTWGDC...............       

Solyc09g074780_SlIDD3  RLQASSS..........FHHQQNINHNSGLEKPIWDV................       

Solyc10g084180_SlIDD14 SSAMGLS..........HLQ.................................       

Solyc11g017140         .....................................................       

Solyc11g066420         .....................................................       

Solyc11g069240_SlIDD6  .....................................................       

AT1G03840_MGP/AtIDD3   .....................................................       

AT1G14580_BLJ/AtIDD6   G................RSGGPPLDAEMKFSHPNHPYGKA.............       

AT1G25250_FAL/AtIDD16  .....................................................       

AT1G34370_AtSTOP1      .....................................................       

AT1G55110_AtIDD7       TSATEQQ.......................QQQHSHQD...............       

AT1G68130_AtIDD14      SS...................................................       

AT2G01940_SGR5/AtIDD15 .....................................................       

AT2G02070_RVN/AtIDD5   QQQQQQQQQQQHGNSRERVGSSSDSADRSSMNVNTGGGPASTSPPYGIHHASF       

AT2G02080_IME/AtIDD4   S................ARGGVSLDGEAKFPEQNYPFGRG.............       

AT2G24990_AtIDDa       .....................................................       

AT3G13810_AtIDD11      SSASDQL.......................HPKPWQG................       

AT3G45260.1_BIB/AtIDD9 TADMNQ...............................................       

AT3G50700_AtIDD2       MAT.TFGSGEFS.................GKDISRRKS...............       

AT4G02670_AtIDD12      HLGFSGAHR....................M.......................       

AT5G03150_JKD/AtIDD10  .....................................................       

AT5G22890_STOP2        .....................................................       

AT5G37350_AtIDDb       .....................................................       

AT5G44160_NUC/AtIDD8   .....................................................       

AT5G60470_EGRET/AtIDD13 KLAATIV..........GRKQP...............................       

AT5G66730_ENY/AtIDD1   L....FGSGEFS.................GKDIGRSS................       

Os03g0197800_OsIDD1    GSATVAAETFGAA........HGGQANPWERNPSSSPIL..............       

Os01g0195000_OsIDD2    S.AAPYD.........HHHH..........SNKPWHS................       

Os09g0555700_OsIDD3    AG...............L.HVGSLDPANMN.......................       

Os02g0672100_OsIDD4    GG...............SDMHGTLEAEMKSASSSFNGGRMQ............       

Os07g0581366_OsIDD5    SAQAPWEEA....................KRKTNGRTIL..............       

Os08g0554400_OsIDD6    AG...............MGMAGSLDQEMK........................       

Os02g0518500_OsIDD7    KPQEHIY..........SYHQSSLDPTA.LEKPIWDS................       

Os01g0242200_OsIDD8    .....................................................       

Os01g0935000_OsIDD9    .....................................................       

Os04g0566400_OsIDD10   S................SDMS.SLEAEMKSASS.FNGRRMP............       

Os01g0572300_OsIDD11   AGMAGYEPPPPHHGQPQHQHQQQQQQQQGGSNEPWHGMGSHS...........       

Os08g0467100_OsIDD12   RTMAMDLN.............................................       

Os09g0449400_OsIDD13   HANSMGIM.............................................       

Os03g0237250_OsIDD14   .....................................................       

Os01g0888700_OsIDDa    .....................................................       

Os01g0871200_OsIDDb    .....................................................       

Os03g0838800_OsIDDc    .....................................................       

Os04g0165200_ART2      .....................................................       

Os07g0162300_OsIDDe    .....................................................       

Os10g0419200_Ehd2      .....................................................       

Os08g0562300_OsIDDf    .....................................................       

Os02g0572900_STOP1     .....................................................       

Os12g0170400_DART1     .....................................................       

 


