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Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.
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AT5G60470_EGRET/ALIDDI3 . . . . . . ittt it ittt it e et e e et e e e e e e e e e
AT5G66730_ENY/AEIDDL . o ittt ittt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
0503g0197800_0SIDDL . . . it ittt e e e e e e e e e e
0sS01g0195000_O0SIDD2 . .ttt vttt et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
0509g0555700_0SIDD3 . . . it ittt e e e e e e e e e e e e e e e e e
0502g0672100_0SIDD4 . . . . i ittt e e e e e e e e e e e e e e e e e
0s07g0581366_0SIDDS . . . it ittt e e e e e e e e e e e e e e e e e
0508g0554400_0SIDD6 . . . ittt it e e e e e e e e e e e e e e e e e
0sS02g0518500_0SIDD7T . ittt vttt et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
0501g0242200_0SIDD8 . . . ittt it e e e e e e e e e e e e e e e e e e e e e e
0s01g0935000_0SIDDO . . . it it it it e e e e e e e e e e e e e e e e
0504g0566400_0SIDDL0 . . . . i ittt e e e e e e e e e e e e e e e e
0s01g0572300_0SIDDLL . . . . i ittt e e e e e e e e e e e e e e e e e
0508g0467100_0SIDDL2 . . . i ittt e e e e e e e e e e e e e e e e e e e
0509g0449400_0SIDDL3 . . . ittt e e e e e e e e e e e e e e
0s03g0237250_0SIDD14 . . . it i ittt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
0s01g0888700_O0SIDDA & vt vttt ittt e e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
0s01g0871200_OsIDDb LCAPMILGTNCNLRPSANDEATIPDISKTHDYEELMNSLNTTQAESDEMMNCQNPCGGEG
0s03g0838800_0OsIDDc ....... L DDADADAKHDGS . ..........
0s04g0165200_ART2 = ..... ASFRRGVAFADDAHAAGGVQMFAAGAHGGGQGGDDEAGASLFHHHGPPAVGAPTV
0sS07g0162300_0SIDDE . .ttt vt ittt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
0s10g0419200_Ehd2 . . .. e e e e e e e e e e e e e e e
0s08g0562300_OsIDDE = ..... APTT..APSQETAAASAVVVKNNDHAADAGQMEDDHLMQQQWQQONGSRQHDYSSH
0s02g0572900_STOPL . . . . . i i ittt it ittt e e e e e e APPPPP...ATTVQELPPVVVS. ..
0s12g0170400_DART1 = ...... AGA. . ........ AQAVSLAAGESSSSARNNETNREDEEEQMGSPDYDELFKVW

Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.



30 40 50 60
Solyc01g005060_S1IDD12 DPDA. . . .. EVV|SILSPIKTLLESDRYICDICDIQGFQRD
Solyc01g007120 TIY|L|G|. . . . YDFLAIKTLVINRGMFNGVGRQIIGVGKESD
Solyc01g099340_S1IDD10 DIP[SIA]. . . .. EVIALSPKTLMATNREFICEVCNKGEFQRE
Solyc02g062940_S1IDD17 DIPINA[. . . .. EVVALSPKTLLATNREFVCEICNKGEFQRD
Solyc02g085580_S1IDD1 DPDIA|. . . .. EVIALSPITTLLATNREVCEIC|SIKGFQRD
Solyc03g098070 1% % 1 I O I T S I o Y E
Solyc03g121660_S1IDD11 DPEA|. ... . EVIALSPKTLMATNRFVCEICIN[KGEFQRD
Solyc04g008500_S1IDD4 S|IPDIA[. . . .. EVIALSPINTLMATNRFLCEVCINJKGFQRE
Solyc04g056320_S1IDDb D|GIGD|. . . .WEIIE|LDAVELLAEHIHFCDFC|GKGEFKRD
Solyc04g080130_S1IDD18 DIPEA[. . ... EVIALSPRTLMATNREVCEICNKGEQRD
Solyc05g054030_S1IDD5 DPDIA|. . . .. QVV|YILTAEMLMESDRYVCEICNLSEFQRE
Solyc06g062670_S1IDD2 DPEA|. . ... EVIALSPKTLVATINREFFCEICNKGEQRD
Solyc06g065440 PPPIGIS|. . . . YEILQLEKEEILAPHTHFCTIC|GKGEKRD
Solyc06g072360_S1IDD9 DIPDIA[. . . .. EVV|SLSPKTLLESDRYICEICINQGFQRD
Solyc06g075250_S1IDD7 DIPDIA]. . . .. EVIALSPKSLMATNRFICEICNKGEFQRD
Solyc07g053570_S1IDD8 DIPEA[. . ... EVIALSPKTLMATNREFLCEIC|GKGEFQRD
Solyc08g063040_S1IDD16 DPEA. ... . EVVALSPRSLLATNRFVCEICNKGFQRD
Solyc08g080850 TVIEQAIDPR|ITRMVILFKMLNRGV|IFHDINGCIISTGKEAN
Solyc09g007550_S1IDD13 DPIDA|. . . . . EVIAISPKTLMATNRFICEICINJKGEQRD
Solyc09g065670_S1IDD15 DPIDA|. . . .. EVVALSPKTILLATNRFVCEICIN[KGFQRD
Solyc09g074780_S1IDD3 DIPINA[. . ... EVVALSPITTLMATNRFVCEICNKGEFQRD
Solycl10g084180_S1IDD14 DIPDIA[. . . .. EVIALSPKSLMATNREFICEICNKGEQRD
Solycllg017140 EHNHAADEHELKDEDEAEEEENLPP|GS|. .. . YEILQLEKEE|ILAPHTHFCTICIGKGEKRD
Solycllg066420 ISHDNYYSKEFGKKELLLSTSK|[GK|VIVNEENNYDIVELDASDLLAK|YTHYCQIC|GKGEFKRD
Solycl1g069240_S1IDD6 .IDPINIA|. . . .. EVIALSPKSLMATNREVCEICNKGEQRD
AT1G03840_MGP/AtIDD3 DPEA|. ... . EVIALSPKTLMATNRFLCEICIGKGFQRD
AT1G14580_BLJ/AtIDD6 NP[DIAl. . ... EVIALSPKTIMATNRFLCEVCNKGFQRE
AT1G25250_FAL/AtIDD16 DIPDIA[. . . .. EVV|SILSPRTLLESDRYVCEICNQGFQRD
AT1G34370_AtSTOP1 PPPIGIS|. . . . YEILQLEKEEILAPHTHFCTIC|GKGEKRD
AT1G55110_AtIDD7 DPEA|. . ... EVMALSPKTLMATNREFICEVCNJKKGEFQRD
AT1G68130_AtIDD14 DPEA|. ... . EVV|SILSPRTLLESDRYVCEICNIQGEFQRD
AT2G01940_SGR5/AtIDD15 DIPDIA[. . . .. EVV|SLSPRTLLESDRYICEICINQGFQRD
AT2G02070_RVN/AtIDD5 N[S[DIA]. . . .. EVIALSPKTLMATNREFICEVCNKGFQRE
AT2G02080_IME/AtIDD4 NPDIA[. . . .. EVVALSPKTLMATNREFICDVC|NJKKGFQRE
AT2G24990_AtIDDa TVIEQALDPR|ITRMVILERMLNRGV|FNDVNGCIISTGKEAN
AT3G13810_AtIDD11 YPPES]. . ... EVIALSPKTLMATNREVCEICNKGEQRD
AT3G45260.1_BIB/AtIDD9 DPDA|. . . .. EVIALSPINSLMTTINREICEVC|NJKGEKRD
AT3G50700_AtIDD2 DPIES|. . . .. EVIALSPKTILLATNRFVCEICINJKGFQRD
AT4G02670_AtIDD12 DIPDIA]. . . .. EVIALSPKTLLATNREFVCEICNKGEFQRD
AT5G03150_JKD/AtIDD10 DIPDIA[. . . .. DVIALSPITTLMATNREVCEICNKGEFQRD
AT5G22890_STOP2 R|SKIPISSGSYDILELDVADLLAKYTHYCQIC|GKGEFKRD
AT5G37350_AtIDDb TVIEQALDPR|ITRMVILFRMLNRGV|FNDVNGCIISTGKEAN
AT5G44160_NUC/AtIDDS DPEA|. ... . EVIALSPITTLMATNREFLCEVC|GKGEFQRD
AT5G60470_EGRET/AtIDD13 DIPNA[. . . .. EVISLSPKSLMATNRFFCEICINJKGFQRE
AT5G66730_ENY/AtIDD1 DIPDIA]. . . .. EVIALSPKTLMATNREFVCEICNKGEFQRD
0s03g0197800_0OsIDD1 DIPDIA[. . . .. EVIALSPKTLLATNREFVCEICNKGEQRD
0s01g0195000_0OsIDD2 DPEA. . ... EVIALSPRTLMATNRYVCEIC|GKGEFQRD
0s09g0555700_0OsIDD3 NPDAl. . . .. EVIALSPRTLMATNREVCEVCNKGEFQRE
0s02g0672100_OsIDD4 .IDPIDIA|. . . .. EVIALSPKTILLATNRFVCEVCINKGFQRE
0s07g0581366_0OsIDD5 DPIDA|. . . . . EVIALSPIGTILLATNRFVCEVCIGKGFQRD
0s08g0554400_0OsIDD6 NP[DIAl. . ... EVVIALSPHTLLATNRFVCEVC|NKGFQRE
0s02g0518500_0OsIDD7 DIPD[V|. . . .. EVVALSPKTLLATNRYICEVCHKGEQRD
0s01g0242200_0OsIDD8 DPEA. . ... EVIALSPRTLMATNREVCEIC|GKGEFQRD
0s01g0935000_0OsIDDY9 DIP[SIA]. . . .. EVVALSPRTLLATNRFVCEIC|GKGEFQRD
0s04g0566400_0OsIDD10 .IDPIDIA|. . . .. EVIALSPKTILLATNREFVCEVCINKGFQRE
0s01g0572300_0sIDD11 DPEA|. . ... EVVALSPATILMATNRFVCEICIGKGFQRD
0s08g0467100_0OsIDD12 DIPDIA]. . . .. EVV|SILSPRTLLESDRYVCEIC|NQGFQRD
0s09g0449400_0sIDD13 DIPDIA[. . . .. EVV|SILSPRTLLESDRYVCEICNIQGFQRD
0s03g0237250_0OsIDD14 DPDIA|. . . .. EVVALSPRTLLESDRYVCEIC|GIQGFQRE
0s01g0888700_OsIDDa TY|L|Gl. . . . YDFLAIKTLVINRGVIFASVGRQIIGVGKESD
0s01g0871200_OsIDDb P|P|G|S|. YVVLIQLEKEEILAPHTHECLICGKGEFKRD
0s03g0838800_0OsIDDc PRRIGIS|. . . . YEVV|QIEKEEILAPHVHFCGVC|GKGEFKRD
0s04g0165200_ART2 FRAGATTTAAASSS..... GGGPDDPD|GDIGDGEVDVVIELEASYLLARYTHYCQVC|GKGEFKRD
0s07g0162300_0SIDDE . . .t vttt ittt ATVEQAIDPR[TRMVLFKMLNRGV|IFINTINGCIISTGKEAN
0s10g0419200_Ehd2 = . ... ...ttt PIDPIEA|. . ... EVIALSPRALVATNREFVCEVC|NJKGEFQRD
0s08g0562300_OsIDDEf AHAPPVFHSETAAP..... AGA|T|SA[TD|. . . . . TIIELDAAELLAKYTHYCQVC|GKGEKRD
0s02g0572900_STOP1 VPO Lo EPPQEAAK|GD|GD|. . . . YDVVIELDASE|LLAEHVHFCDIC|GKGERRD
0s12g0170400_DART1 TNGGAMDECVGAAGDEQDARENPAAAAEEEKYEVLOLEEDEILAPHTHEFCGICGKGEKRD

Figure S1. Multiple alignment of IDD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.



70 80 90
Solyc01g005060_S1IDD12 ONLOMHRRRHKVPWKIJVKR. . KKRVEFVCPEPS[CL
Solyc01g007120 IFEVVKEDGT|V[LAMKLHR[L .. .AVKSKRDYL
Solyc01g099340_S1IDD10 ONLQLHRRGHN|LPWKIKQK KKRVYICPE|SS|CT
Solyc02g062940_S1IDD17 ONLQLHRRGHN|LPWKIRQR RKRVYVCPE[TTICV
Solyc02g085580_S1IDD1 ONLQLHRRGHN[LPWKLROQR| KKRVYVCPE[SS[CV
Solyc03g098070 . ...MHARRRHKVPWKL|LKR| RKRVFVCPEPTICL
Solyc03g121660_S1IDD11 ONLQLHRRGHN|LPWKILKQR .KKVYVCPE|TS|CV
Solyc04g008500_S1IDD4 ONLQLHRRGHNLPWKLKQKN « + « v v v et e e e e e ene e KRKVYLCPEPTICV
Solyc04g056320_S1IDDb ANLRMHMRAHGNQYKTPEALAKPEK . o v v v v v e e ew et KRRRFSCPF|IGCT
Solyc04g080130_S1IDD18 ONLOLHRRGHNLPWKLRORIT « v v v v v v vt e e e e e e e e e e KKRVYVCPE|SS[CV
Solyc05g054030_S1IDD5 ONLOMHRRRHK[VPWKLKKKEEEKNE . & 2 v v v v e e e e e en s KKRVYVCPEPS[CV
Solyc06g062670_S1IDD2 ONLQLHRRGHNLPWKLKKRE « « + v v v v v v e e e eeene e RKKVYICPE|SS|CV
Solyc06g065440 ANLRMHMRGH|GDE YKT|S AA KR..YSCPC|IGCK
Solyc06g072360_S1IDD9 ONLOMHRRRHK[VPWKLLKRET « « v v v et e et e eteeeenenn KKRVFVCPEPTICL
Solyc06g075250_S1IDD7 ONLQLHRRGHNLPWEKLKQRIN .+« v v v e e et e e e e e ee s KKKVYICPEKT|CI
Solyc07g053570_S1IDD8 ONLQLHRRGHNLPWKLKOQRIT .« v v v v e e e e e e e e e ee et .RKRVYVCPEKV|CV
Solyc08g063040_S1IDD16 ONLOLHRRGHNLPWKLKQRIS . v v v v v v e e e eee e e e een KKKVYVCPERASCV
Solyc08g080850 VYHATKADGQELATIKVIYKTIS « v v v v v e e et e eeeee e e DRDRYVQGD|YR[FR
Solyc09g007550_S1IDD13 QNLQLHRRGHNLPWKLKORN .« v v v v vt e e e e e e e an . KKKVYICPEKS[CV
Solyc09g065670_S1IDD15 ONLQLHRRGHNLPWKLKOR[T « v v v v v v e e e e e e e en .KKKAYVCPEPTICV
Solyc09g074780_S1IDD3 ONLQLHRRGHNLPWEKLRORIT « « v v v v e e e et e e e eeea KKRVYICPEPTICV
Solycl0g084180_S1IDD14 ONLOLHRRGHNLPWKLKQRIN . v o v v v v vt e eee e e e KKKVYICPEKT|CI
Solycl1g017140 ANLRMHMRGH|GDEYKT|PAA HKE..PSSEPTLIKR..YSCPYVGICK
Solycl1g066420 ANLRMHMRAHGDEYKS|SAA NDLTSDGSLKSSSNTIKYSCPQEGCR
Solycl1g069240_S1IDD6 ONLQLHRRGHNLPWRKLKORIN . + v v v v et e e e e e e eee e NKEVIKKKVYICPEKS|CV
AT1G03840_MGP/AtIDD3 QNLQLHRRGH|NLP WK LK QR| .RKRVYVCPEKS|CV
AT1G14580_BLJ/AtIDD6 ONLQLHRRGHN|LP WK LK QK| .RRKVYLCPE[PS|CV
AT1G25250_FAL/AtIDD16 ONLQMHRRRH[K[VP WK LLKR| RKRVYVCPEPTICL
AT1G34370_AtSTOP1l ANLRMHMRGH|GDEYKT/AAA KR..YSCPFLGICK
AT1G55110_AtIDD7 ONLQLHKRGHN[LPWKLKOQR| RKKVYVCPEPGCV
AT1G68130_AtIDD14 ONLQMHRRRHJK[VP WK LLKR| RKRVYVCPEPTICL
AT2G01940_SGR5/AtIDD15 ONLOMHRRRHKVPWKI|LKR KKRVYVCPEPT|CL
AT2G02070_RVN/AtIDDS ONLQLHRRGHN|LP WK LK QK| .KRKVYLCPE[PS|CV
AT2G02080_IME/AtIDD4 ONLQLHRRGHN|LP WK LK QK| . KRKVYLCPEPTICV
AT2G24990_AtIDDa VYHATKSDGS|E[LATIKV|YK|T DRDRYVQGD|YR[FR
AT3G13810_AtIDD11l ONLQLHRRGHNLPWKLKOQR| RKKVYVCPERAS|CV
AT3G45260.1_BIB/AtIDD9 ONLOQLHRRGHN[LPWKLKOQR| KKKVYICPEKTCV
AT3G50700_AtIDD2 QONLQLHRRGH|NLP WK LR Q[ KKKVYVCPE[VS[CV
AT4G02670_AtIDD12 ONLQLHRRGHN|LP WK LK QK| KKKVYVCPE[TNCA
AT5G03150_JKD/AtIDD10 ONLQLHRRGHNLPWEKLKQR|S . « v v v v o e e e e e e e e eeeas KKKVYICPIKTICV
AT5G22890_STOP2 ANLRMHMRAHGDEYKTRE|A . .YSCPQHGICR
AT5G37350_AtIDDb VYHATKSDGS|ELAIKV|YK|T DRDRYVQGD|YR[FR
AT5G44160_NUC/AtIDDS8 ONLQLHRRGH|N[LPWKLKOQR| .RKRVYVCPEKT|CV
AT5G60470_EGRET/AtIDD13 ONLOQLHKRGHN|LPWKIL|KQ[K KKKVYICPEKS[CV
AT5G66730_ENY/AtIDD1 ONLQLHRRGHN[LPWKLRQR| RKKVYVCPV|SGICV
0s03g0197800_0OsIDD1 ONLQLHRRGHN[LPWKLRQR| RKRVYVCPEPTICV
0s01g0195000_0OsIDD2 ONLQLHRRGHN[LPWKLKQR| RKKVYVCPERAGCV
0s09g0555700_0sIDD3 ONLQLHRRGHN[LPWKLK Q| .RRRVYLCPEPS|[CV
0s02g0672100_0OsIDD4 ONLQLHRRGH|N[LP WK LK QK| RRRVYLCPEPTICV
0s07g0581366_0OsIDD5 QNLQLHRRGH|NLPWRLRQR| RRRVYVCPEPGCV
0s08g0554400_0OsIDD6 ONLQLHRRGHN|LP WK LK QK| .RRRVYLCPE[PS|[CV
0s02g0518500_0OsIDD7 ONLQLHRRGHN[LPWKLK Q| KKKVYVCPE|[ITICP
0s01g0242200_0OsIDDS8 ONLQLHRRGHN[LPWKLROQR| .RKRVYVCPEKS|CV
0s01g0935000_0sIDD9 ONLQLHRRGHNLPWKLRQR| .RKRVYVCPEAS|CV
0s04g0566400_0OsIDD10 ONLQLHRRGH|N[LP WK LK QK| RRRVYLCPEPTICV
0s01g0572300_0sIDD11 QNLQLHRRGH|NLP WK LK QR| RKKVYICPEASCV
0s08g0467100_0OsIDD12 ONLQMHRRRH[K[VP WK LLKR| RKRVFVCPEPTICL
0s09g0449400_0sIDD13 ONLQMHRRRH[K[VP WK LLKR| RKRVFVCPEPTICL
0s03g0237250_0OsIDD14 ONLQMHRRRH[K[VPWRLVKR| RKRVFVCPEPSICL
0s01g0888700_0OsIDDa TFEVATEDGTVILAMEKLHRLG . « v v v v v e e e e e e e e e et RTSFR[....AVKSKRD|YL
0s01g0871200_0OsIDDb ANLRMHMRGH|GDE YK T/AAMA SKD..SSLESAPV|TR..YSCPYVGCK
0s03g0838800_0sIDDc ANLRMHMRGH|GEE YK S|AAA SPSRSPAAADAAARRRFYSCPYVGCK
0s04g0165200_ART2 ANLRMHMRAHGDEYKTAARALT « v v v v e v e e e e e ea s STGAGMRAAARRCSYSCPAEG|CR
0s07g0162300_OsIDDe VYHASKADGQE[LATKVYKTIS o v v v vt e e e e e e e e e e e e ns VLVFKDRDRYVHGD|YRFR
0s10g0419200_Ehd2 ONLQLHRRGHNLPWKLRHRAAAVSAVTT . v v v v v e e eenn . AAPAPRKRVYVCPEPT|CV
0s08g0562300_OsIDDE ANLRMHMRAHGDEYKSKAALSNPTK. . .o\ v ... LLAKGGDETMAARARKYSCPQEGICR
0s02g0572900_STOP1 ANLRMHMRAHGDRFKT|LDALSRPGQ . v v v v v v v e v et PKPPAG. .REVRFSCPYAGICN
0s12g0170400_DART1 ANLRMHMRGH|GDE YK S|AAA PPEG.EEQPPQPERR..YSCPHAGCK

Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.



100 110 120 130 140 150
Solyc01g005060_S1IDD12 H|. . .[HDPCHALGDL|V[GIKKHFRREK HS[DNKQWI[CDKCG|. .KAYAV|QSD Y KA HLK|T[CG.[TRG
Solyc01g007120 RIHR S|S|YNW|L YL SRL|AALKEF AF|MK A|L|E[E[H|G[F|P[VP|QAVIDC[NRHC V|IMS LVP .|.|G[Y]P LV V[R
Solyc01g099340_S1IDD10  H|...[HNPS[RALGDIL|T|IGTKKHF|SRKH|GE . KKWK|CEKCS|. .[KKYAV|QSDWKAH|S[K|T|ICG|.|TKE
Solyc02g062940_S1IDD17  H|. . .HDPSRALGDLTIGIKKHF|CRKH|GE . KKWK|/CDKCS|. .[KKYAV|QSDLKAHLKIICG.|TKE
Solyc02g085580_S1IDD1 H. . .[HDPSRALGDL|T|GIKKHF|CRKH|G|E|. [KKWK|C/DIKC S|. .[KKYAV|Q|SDLKAH|SK|T|CG|.|TRE
Solyc03g098070 H. . .HDPCHALGDL|V|GIKKHFRRKH|SNHKQWV|CEKCS|. .[KGYAV|Q|SDYKAH|LK|T|C G[.|TR|G
Solyc03g121660_S1IDD11 H. . .[HDPARALGDLIT|GIKKHF|CRKH|G|E|. KKWEKC|EKCS|. .[KRYAV|Q|SDWKAH|SK|T|C Gf.|TKE
Solyc04g008500_S1IDD4 H|. . .[HEPS[RALGDL|T|G I KKHY|F|RKH|G[E|.|[KKF|K|C|E[K C S|. .[KKYAV|QISDWKAH|T[K|T|CG|.|TRE
Solyc04g056320_S1IDDb RINK S|HNKF|RP LKSA|T|CVKNHFEKR S H|C[P|. [KMY|S|c|T|RCN|. KK SF SV|LAD LK S HL[KH|C G|. [E T|K
Solyc04g080130_S1IDD18  H|...[HDPS[RALGDLT|GIKKHF|CRKH|GE . [KKFKCERCT|. .KKYAVHSDWKAHMEKT|ICG|.|TRE
Solyc05g054030_S1IDD5 H. . .HDPCHALGDL|V|GIKKHFRRKR|SNYKQWI|C/QKCN|. .[KGYAV|Q|SDYKAH|IK|T|CG[.|TRG
Solyc06g062670_S1IDD2 H. . .[HDPSRALGDL|T|GIKKHF|SRKH|GE|. [KKWK|C|EKCS|. .[KRYAV|Q|SDCKAHF[K|T|CG|.|TRE
Solyc06g065440 RINKEHKKF[QPLKTI|LICVKNHYR[R TH|C|E|. [KR|Y|A|C|SRCN|. LKKF SV|I|AD LR T HEK|H|C G|. [K D[K
Solyc06g072360_S1IDD9 H|. . .|[HDPCHALGDL|V|G I KKHF|R[R K H|SIN|H[K|QW|V|C|E[K CN|. .[KGYAV|QISDYKAH|L[K|T|CG|.|TRG
Solyc06g075250_S1IDD7 H|. . .|HDPSRALGDIL|T|G I KKHF|S|RK H|G[E|. [K[KW|K|C|E[K C S|. .[KKYAV|QISDWKAH|T[KI|CG|.|TRE
Solyc07g053570_S1IDD8 H|. . .[HHPS[RALGDL|T|G I KKH Y|C[RKH|G[E|. [K|KW|K|C[D|K C S|. .[KRYAV|QISDWKAH|S[K|T|CG|.|TRE
Solyc08g063040_S1IDD16 H...[HHPSRALGDL|T|GIKKHF|CRKH|G|E|. KKWEKC|EKCS|. .[KRYAV|Q|SDWKAH|S|K|T|CG|.|TRE
Solyc08g080850 Y|GYCKHNPRKMVKT[WAEKEMRN|LMR|LRARG|I|RIC|IPAP I|LLRLHVLIVME F I GK|G|G[W|AA[P|R LK
Solyc09g007550_S1IDD13  H. . .[HDPSRALGDLIT|GIKKHF|SRKHG|E. KKWEKC|EKCS|. .[KKYAV|Q|SDWKAHTK|T|C G[.|TRE
Solyc09g065670_S1IDD15  H|. . .[HHPSRALGDL|T|GIKKHF|CRKH|GE| . KKWK|CDKCS|. .[KIYAV|QSDWKAH|SKT|ICG|.|TKE
Solyc09g074780_S1IDD3 H|. . .|[HNPS[RALGDIL|T|G I KKH Y|S|RKH|G[E|. [K[KW|K|C[D|K C S|. .[KKYAV|Q|SDWKAH|Q[K|T|CG|.|TRE
Solycl0g084180_S1IDD14  H|...[HDPS[RALGDLTIGIKKHF|SRKHGE . KKWK|CEKCS|. .[KKYAV|QSDWKAH|S[KT|ICG|.|TRE
Solyc11g017140 RINKEHKKF|QP LKT I|LICVKNHY[KR T H|C|E|. [K|A|Y|T|C|SIRCN|. IKKF SV|I|AD LK T H|E[K|H|C . |[K D|K
Solyc11g066420 WNKKHAKF|QP LK SMV|CVKNH Y|KR S H|C[P|. [KIM[Y|VIC|K[R CN|. KK SF S V|[L|S D LR T HE|[K|/H|C G| . D L|K
Solyc11g069240_S1IDD6 H. . .[HDPSRALGDL|T|GVKKHY|SRKH|G|E|. [KKWK|C|EKC S|. .[KKYAV|Q|SDWKAH|SK|I|CG|.|TRE
AT1G03840_MGP/AtIDD3 H|. . .[HHPT|RALGDL|T|G I KK HF|C|R K H|G[E| . [K|KW|K|C|E[K CA|. .[KRYAV|QISDWKAH|S[K|T|CG|.|TRE
AT1G14580_BLJ/AtIDD6 H|. . .[HDPARALGDL|T|G I KKH Y|Y|RKH|G[E|. [K[KW|K|C|D|K C S|. .[KRYAV|QISDWKAH|S[K|T|CG|. |T KE
AT1G25250_FAL/AtIDD16 H. . .[HDPCHALGDL|V|G I KKHFRRK H|SV|HK|QW|V|C|E[RC S|. .[KGYAV|QISDYKAH|LK|T|CG|.|SRG
AT1G34370_AtSTOP1 RINKEHKKF|QP LKT I|LICVKNHY[KR T H|C|D|. [K|S|F|T|C|S|RCH|. TIKKF S V|I|AD LK T H|E[K|H|C G. [K N[K
AT1G55110_AtIDD7 H. . .[HHPSRALGDL|T|GIKKHF|FRKH|G|E|. [KKWK|C|EKCS|. .|[KKYAV|Q|SDWKAHAK|T|CG|.|TKE
AT1G68130_AtIDD14 H. . .HNPCHALGDL|V|GIKKHFRRKH|SNHKQWI|CERCS|. .[KGYAV|Q|SDYKAHLK|T|C G[.|TR|G
AT2G01940_SGR5/AtIDD15  H|. . .[HNPC[HALGDL|V|GIKKHFRRKHSNHKQWV|CERCS|. .[KGYAV|Q|SDYKAHLK|TICG|.|TR[G
AT2G02070_RVN/AtIDDS H|. . .|HDPS[RALGDIL|T|G I KKH Y|Y|RKH|G[E|. [K[KW|K|C[D|K C S|. .[KRYAV|QISDWKAH|S|K|T|CG|. |T KE
AT2G02080_IME/AtIDD4 H|. . .[HDPS[RALGDL|T|G I KKH Y|Y|RKH|G[E|. [K[KW|K|C|E[K C S|. .[KRYAV|QISDWKAH|S[K|T|CG|. |TKE
AT2G24990_AtIDDa Y|GYCRIHNPRKMVKTWAEKE QR|N|L K RIL|HAAG|I|RIC|P|AV I|L LR LHV LJVME F I G R|D|G|W|A A[P|R LK
AT3G13810_AtIDD1l H. . .[HDPSRALGDL|T|G I KKHF|CRKH|G|E|. [KKWK|C[DIKC S|. .|[KKYAV|Q|SDCKAH|SK|T|CG|.|TKE
AT3G45260.1_BIB/AtIDDY9 H|. . .[HDPARALGDIL|TGTIKKHF|SRKH[GE|. [KKWEKCDKCS|. .[KKYAVMSDWKAHSKICG.TKE
AT3G50700_AtIDD2 H. . .[HDPSRALGDL|T|GIKKHF|CRKH|G|E|. [KKWK|C[DIKC S|. .[KKYAV|Q|SDWKAH|SK|I|CG|.|TKE
AT4G02670_AtIDD12 H|. . .|HHPS|RALGDIL|T|G I KKHF|C[RK H|G[E|. [K[KW|K|C|E[K C S|. .[KF YAV|QISDWKAH|T|K|I|CG|.|TRD
AT5G03150_JKD/AtIDD10 H|. . .[HDAS[RALGDL|T|G I KKH Y|S|RKH|G[E|. [KIKW[K|C|E[K C S|. .[KKYAV|QISDWKAHAK|T|CG|.|TRE
AT5G22890_STOP2 WNQR[HEKF|QP LK SV|I|CAKNH Y|KIR S H|C[P|. [KIM[YM[C[RRC S|. VKHF SV|L|SD LR T HE|K/H|C G| . D I|K
AT5G37350_AtIDDb Y|GYCRHNPRKMVKTWAEKE QRN|L K RIL|HARG|I|RIC|IPAV I|LLRLHV LJVME F I G R|D|G[W|A A[P|R LK
AT5G44160_NUC/AtIDDS8 H. . .[HHSSRALGDL|T|GIKKHF|CRKH|G|E|. [KKW|T|C[EK CAl. .[KRYAV|Q|SDWKAH|SK|T|CG|.|TRE
AT5G60470_EGRET/AtIDD13 H|...[HDPARALGDL|T|GIKKHF|SRKHG|E. KK[WKCDKCS|. .[KKYAV|I|SDWKAHNK|ICG.|SRE
AT5G66730_ENY/AtIDD1 H|. . .|HDPSRALGDIL|T|G I KKHF|C[RK H|G[E|. [K[KW|K|C|E[K C S|. .[KKYAV|QISDWKAH|S|K|I|CG|.|TKE
0s03g0197800_0OsIDD1 H|. . .[HDPS[RALGDL|T|G I KKHF|C[RK H|G[E|. [K|KW|K|C[D|K C S|. .[KKYAV|QISDWKAH|T[KT|CG|.|SRE
0s01g0195000_0OsIDD2 H. . .[HDPARALGDL|T|G I KKHF|S|RKH|G|E|. [KKWK|C|DIKC S|. .|[KRYAV|H|SDWKAH|S[K|V|C G|.|TRE
0s09g0555700_0OsIDD3 H. . .[HDPSRALGDL|T|GIKKHY|CRKH|GE|. [KKWR|CDIKC S|. .[KRYAV|Q|SDWKAH|SK|T|C G|.|TRE
0s02g0672100_0OsIDD4 H. . .[HDPSRALGDL|T|G I KKHF|CRKH|G|E|. [KKWK|C[DIKC S|. .[KRYAV|Q|SDWKAH|SK|I|CG|.|TRE
0s07g0581366_0OsIDD5 H|. . .|[HNPT|RALGDL|T|G I KKHE|C|RKH|G[E|. [KRW|T|C|QIRCG|. .[KRYAV|QAD LKAH|T[K|T|CG|.|TRE
0s08g0554400_0OsIDD6 H|. . .|HDPSRALGDIL|T|G I KKH Y|S|RKH|G[E| . [K|KW|K|C[D|K CN|. .[KRYAV|QISDWKAH|S[K|T|CG|.|TRE
0s02g0518500_0OsIDD7 H. . .[HDAT[RALGDL|T|G I KKH Y|S|RKH|G[E|. [K[KW[K|C[D|[R C S|. .[KKYAV|QISDWKAH|T[KI|CG|.|TKE
0s01g0242200_0OsIDD8 H. . .[HNPSRALGDL|T|GIKKHF|CRKH|G|E|. [KKWK|C|DIKC S|. .[KRYAV|Q|SDWKAH|SK|T|C G|.|TRE
0s01g0935000_OsIDD9 H. . .[HSPSRALGDL|T|GIKKHF|CRKH|G|E|. [KKWK|CDRCG|. .[KRYAVH|SDWKAH|S[K|V|C G[.|TRE
0s04g0566400_0OsIDD10 H. . .[HDPARALGDL|T|G I KKHF|CRKH|G|E|. [KKWK|C[DIKC S|. .[KRYAV|Q|SDWKAH|SK|I|CG|.|TRE
0s01g0572300_0sIDD11 H|. . .|HDPS[RALGDL|T|G I KKHE|F|RK H|G[E| . [K[KW|K|C|D|K C S|. .|KKYAV|HISDWKAH|S|K|I|CG|.|TRE
0s08g0467100_0OsIDD12 H. . .|[HDPSHALGDIL|V|G I KKHF|RRK H|S|G|H[R[QW|A|C|S|RC S|. .[KAYAV/H|SDYKAH|LKT|CG|.|TRG
0s09g0449400_0sIDD13 H|. . .[HDPSHALGDL|V|G I KKHF|RRK H|S|G|HR[QW[A|C|A|RC S|. .[KAYAV|HISDYKAH|L[K|T|CG|.|TRG
0s03g0237250_0sIDD14 H. . .HDPAHALGDL|V|GIKKHFRRKH|G|GRRQWV|C]ARCAl. .[KGYAV|Q|SDYKAH|LK|T|C G[.|TRG
0s01g0888700_OsIDDa AHRR|S|FNW/LYLSRIJAALKEF AFMK A|L|G|D|H|G|F|[P|V[P|TAVDC[NRHCV|IMS LVQ .|.[GY[P LiVIQ VK
0s01g0871200_0OsIDDb RINKEHKKF|QP LKT I|LICVKNHY[KR S H|C|D|. [K[S|Y|T|C|S|RCN|. TKKF SV|I|AD LK T HE[K|H|C G[. [RD[K
0s03g0838800_0sIDDc RINRE[HKSF|QP LK TP|T|CVKNH YRR S H/C|D|. [K|S|F|T|C|R[R CN|. VIKRF S V|V]AD LR T HE[K|H|C G| . RD[R
0s04g0165200_ART2 WNRR[HPRFQALKSV|VICAKNH Y|RIR S H|C[P|. [K[MY|V|C|GIRCG|. GIKQF AV|L|SD LR T HE[K|H|C G|. [E LR
0s07g0162300_OsIDDe H|GYC[KIHNP[RKMVK T|WAE K EMRN|L L RIV|G|A|AG|I|R[C|PK P LILLR LEV LVME F I GK|G|G/W|AAPR LK
0s10g0419200_Ehd2 H. . .[HDPARALGDL|T|GIKKHF|SRKH|GE|. [KRWRIC|ERCG|. .[KRYAVH|SDWKAHVK[N|CG|.|TRE
0s08g0562300_OsIDDE WNRR[HAKF|QP LK SV|T|CAKNH Y|KIR S H|C[P|. [KIM[Y|VICINRC G|. RKHF SV[L|SDLRTHE|[K/H|C G|. D HR
0s02g0572900_STOP1 RINRA[HRRF[RPLKSAV|ICARNHFRR S HC|P|. [K|L|Y|A|C|E|R C GGK[KRF A V|LAD LR S HL{R|H|C G[E[E AlQ
0s12g0170400_DART1 RINRMHASFIQP LKT I|LICVKNH Y|KRR S HIC[E| . K[RHV|C|GIRCG|. AKRF SVIMAD LK T HEKH|C G|. RDR

Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.
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......................... LMHRAAATSTIANSA. .. ......
............. MEHNMHSGQMHEIMSS .NASLGLSEFN. ... .....
............. ATNLINFPNTATLLNQQ..QANLHGGF .. ... v ...

...................... TSD.RGQTGEVTMKARQENYKVN.ASLGNEFQNP. ...

...................... KOSAR t v e et et e e e e et e e e e e e e e
............. TAVNLNNLR.NQLINGGIS.TNLQQQQ...QM....
............. SFAATAGS...NLNYHYLMGTLIPSPSLPQPP. ...
....... MAAGGGGGARHGFYG..GASS..ALS.HNHFGNNPNSG. ...
........ TNHR..HLQQHTMGLDAPSRTTS.....TASFG........
.............. TSTQRGSSEGGNNNQGMVGFNLGSASNANQETTQ .
.................. AMPNP.........IMIQASNS.........
........ SNHRLHEQQQHTTNATQTASTAENNENGDLSIG. . .. ....
........ EPPRPPQTAVTVPACSSRTASTVSTPSSETNYGGTVAVTT.
....... LPSHHFPYGQNTNNSNNNASS.MILG.LSHMGAPQNLD.......

............... MTAASSGVGSGGIYGRLGGGS..ALS.HHHLSDHPNFG. ......

HLYIIDVSQSVDLDHPLALNFLREDCDHVS.........
ONQNNNQPNP......... LLIHQSAS
APAYLNNALDVEVNHGNINQNHQQRQL ..
..... ILTREKNP ... vv e o VPN it i e e

.............. GSSKPPTITLK . .. i it ittt i ieiieieeen
............. HLYIIDVSQSVDLDHPLALNFLREDCDHVS......
............. GLAAAGAPGSVNLNYQYLMGTFIP....PLQP....
............. PLAANSTIATVIDTNNPILIQSQLDQS.........
YPE..... TVTRKNPEIEQKSPAAVESSPSLPPSSPPSV. ...
ADEDGTSASAGAPPPQAPLPPPAPVPAPAPPPPP ... ... ...

.............. AAAAVAGQQQHGG....GMLFSQVAD.........

........ VYGGAGN. .MTLG.LTGMAAPQLPAGFPDQAGQ. ... . ... ...
............... HLYGSAGAANMALS..LSQVGSHLASTLQDHGHHHHHHG. ... ..
EEEVKEKEKEKELEENEDSPVAEVDEPQPSQAVAEVPQQCAPSPPPPPPILQEHPQPVVA
LYAAAGAG.MAIGGLTGMAASHQLQPFQDHSSA

......... SLHGQQQODMFSHGVPSFSSSPTDMIANLASN. ... ... .....
..................... AAAAAATATSLCGQSYLFAGSGGPGMAGMRPN. . ... ..
..................... AVTSALQGQ...QQAHHPVADDDDAAGVKSPH.......
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............. PAAMAAPGHHHHHHHHHHQLLFSPPPV. ... .. ...
.. VGAPAAASSSQQQQLFAVPASLSRTASS .ASPSSDLVVSPVAWPAT.
. .GGVAVLEQEKQLDLQAPAAASLSRTASS.TSPSSDVVASPVAWP. ..
....... EVVPVATTLPVIRPAALRHHHHHPPPPPPELQLLP .. ... ..
............. KVIMIDFPQMVSVKHRNAQMFFDRDIECIY. ... ..
.............. SEQPQGSE .AMNTMVGSAGYNFPGSSSDDIPNLD.
.............. SGQLPHAAGEAVGRTVDTNRFFS.....DGLMIK.
.............. EASPSTTTTGTTTDRSRTGLID. ... ... ...
..................... HLYIIDVSQSVDLDHPSALEFLKEDCLHVT.........
..................... SITTTTCNNSNISSNNNNNNINSISNS............
.............. QRSSSASVAGNIDDTTGIGMGAA. .. ... ... ...
.............. ATAAAEASISMMEEGG.VEANCDREEDEEGGFDP.
.............. RRRHKQEEPEFTWGGGGGNEFLDVKGIAGVGSGS.

highly conserved amino acids are indicated in red characters and boxes.
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........................ AGCRPDFGSYTTGNNNSLHQQQQQKPRL
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............... SGNIS..QLMGLGSLDPSN......QLNLDHGQKSRL
SFPFGPPQPQ....... HHHHHQFPITTNNFDHQDVMKPASTLSL
FTPLAAAGYNLN....RSSSDKFEDFVPQA...TNPNPGPT.NFL

........................ PLLHGLPLLR.PP........RPSNQHS

........... PGMTDGRICFEESFSPMNFDTCNFGGFHEFPRLMFDDSESS

PHHHHHQTQQNIGFSSSS..... ONIIS
PILPGHPLQRRQS........ PPSEQQP
...... PQPLEGRPIHQRISSSILTNSSNNLNLELQLLPLSSNQON........PNQENQQ
............... HQPGDVLRLGSGGGGGGAASRSSSDLIAAN...ASGYFMQEQNPS
............... FNPL..VGYNLN....IASSDNRRDFIPQS...SNPN......FL

.............................. DFFKKHGVAVMTIRELFDFIVDPAITDENV
...... HPHHHHQTQPTINVSSSSSSSHNHNIIN
NTTSSQLDQPGFNTNRNNIAFLG...QTL
..... SSTLTIK...QS....ESPKTPPEIVQE
................................ PNFQGHHFMFNKSSSLLFTSSP.LFIEP
...... VHHPDINAAISQFGLGFGHDLSAMHAQG
DFFKKHGVAVMTIRELFDFIVDPTISDENV
....... HHHQHFQPPTS............SSLSL
....................... STGTADLNVNNNHTTLFGQKFTNSNPTQQ
..... SSVLPIQ...NSPESQENNNHPEVIIEE

..... AALDQFATPAPAP......APPPVTAPP

........................ VLDHQAAMAMGGHGLMQELCLKREQQQQ
......... PSASAGDVLRLGGGSNGASQFDHLMASS...SGSSMFRSQG. .
ASPDLLRFGGSGGG....... AMAARLEHLLSSS....SASAFRPLPPP
VVPNVDEQEVVAKPAVIAKIEVEDERDEEVCFQEVDRYKDAELEDSNLLDNDTPMLPCFL
................. ITTAA..........NAAAQFDHLMATSSAAAGSPAFRAAQPT
........................ DHNSDSHLRS....LSPYALVTRNTTLF
MMMPPQFDAA. ... ... QLSWLYGN . . . v v ittt e it e e e e e
............... LKMFPDVDNI.......VAAATAGNPLLPP...............
....SPELLRLGGAGGGGGAGGGSSIAARLDHLLSPS....GASAFRP.PQP

................................ MAHHQELAALQEQ...QQQQHHQDVMQS
...... GGGGPAMVSPRAAAPAPAGGSIAAFHHRFTDPALSPPTPCGGRRGGCHTTHSLE
...... GAGAPSMPSPKAAA FRGRF.DMAPSPPPPSYDHYRGGAGAHNLE
............................. ASTTAPLAAAFS...........SNST

...................... KFFRKRFHLSSEKCE.EQDGSDIDDDENSR
..PRYFSPLSFDPC.FGGLDDFTRPGFDISENP
GSMEDE....RGSLSPMGLDYCEFDGIDLFAAAAFDF.. ..
.............................. DFFKKRGVAVMSVTELFNFVIDQNIADEDV
................................ NNLLITSSSSSPPLFLPFSTTPAENPNP
KFFQEWMEELRG....... GAVAPN..WSAPSEAGH.....
GGGDEFFS..AGSFGAMDFGFGQLDASLAMLLPSEQFAG. .

Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.
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Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.
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Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.
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.......................................... SSSSNVFGSLFASSTASG
. .AFDVSVSSKPNE
..PGPPQ.PQPID
...................................... ANNNNIKPLMVHGLMQLPNLDH
........................................... SSSKVFASVFPSSSSAQ
................................................... FVDQSDHHH
............................................. GAINPSPSV.PLSNF

....................................... FLVASSSSTTSNLPHHELVQI
.......................... EIHQINPLLHHTSAPAP .APVYDANTLLASSRSN
............................................. NGNSSNMFGAP .PPH
............................................... GDMTA.EEEIADS
........................................... SQSSNLFGLPDH....H
................................................ TTHISLNPWEPQ
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....................................... FLSTP.STTTSTLP.HELVQV
.................................. IEDRMAPQPHSPQEDYNWVEFGNANNH
......................................... NNQSLMNHHGLISLG..DN
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................................................ NSNLHG.PMKQE
.................................................... VINGSIEL
.................................................... SHHHNHNH
..................................... LAGNNNIKQSPMSFQQNLMQFSH
...................................... PNNNNQSFMNQHGLIQFDPVDN
............................................... GEISV.EDEIADS
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........................................ SASDSLONLWHLQGQ.SSHQ
............................................. NGVFAGLFESSSASP
................................................ TAALSAT.....

............................................... GEISV.EDEIADS
................................... QDIAPPQ...PQPDYDWVFGNAKAA
........................................ STSDSVHNLWKLQEEECAHQ
......................................... HSNNNGGYAGLFVSSTASP
........................................ VAPTSQSLLSSMFAPPSVAQ
............................................. QQQLEAMAGAGNPAA
.......................... FGPEDGQSQAGQGSLLHGKPAAFHDLMQLPVQHQ
.......................... QGFGDGGDGSGPHGFLQGKP . .FHGLMQLPDLQG
........................................ TGSSVTNAIAPATTTSTFAG
..SLLHGKP .AFHGLMQLPEQQG
................................................. FPLDGSVTSYP
.................................................. GKLSSSNASE
............................................. PLSMAGCMLSSLAAP
.......................... QDFGDD.AGNGQHSFLQAKP..FHGLMQLPDLQG
............................................. VQONCGYAVKPEMAP
...................................... GSLGGTPVATAVGYYASSSPHS
...................................... GGAAAAPGGMGACFYAAAHQHH
.................................................... HEQHATTM
............................................... KELAASGFTRKEQ

Figure S1. Multiple alignment of /DD-like transcription factors in Arabidopsis, Tomato and Rice.
highly conserved amino acids are indicated in red characters and boxes.
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