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Inductive CGP performance in evaluating 31 KEGG metabolic pathways

Area under ROC curve

Phenylalanine, tyrosine and tryptophan biosynthesis

Butanoate metabolism

Fructose and mannose metabolism

Carbon fixation

Alanine and aspartate metabolism

Purine metabolism

Pyrimidine metabolism

Glycine, serine and threonine metabolism

Protein export

Methionine metabolism

DNA replication

Folate biosynthesis

Starch and sucrose metabolism

Pyruvate metabolism

Glutamate metabolism

Galactose metabolism

Two−component system − General

Oxidative phosphorylation

Glycolysis / Gluconeogenesis

ABC transporters − General

Aminosugars metabolism

Ribosome

Tyrosine metabolism

Pentose and glucuronate interconversions

Peptidoglycan biosynthesis

Pentose phosphate pathway

Aminoacyl−tRNA biosynthesis

Arginine and proline metabolism

Propanoate metabolism

Phosphotransferase system (PTS)

Fatty acid biosynthesis

Algorithms

NB
LR
ADTree
IBk
J48
SMO/Poly
SMO/RBF


