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ABSTRACT

BTB-zinc finger transcription factors play many important roles in metazoan development. In these TOP

proteins, the BTB domain is critical for dimerization and for recruiting cofactors to target genes. >ABSIR

Identification of these cofactors is iImportant for understanding how BTB-zinc finger proteins RIALS AND METHODS
influence transcription. Here we show that the novel but conserved protein EDOR-2 is an obligatg RESULTS

binding partner of the BTB-zinc finger pratein EOR-1 in Caenorhabditis elegans. EOR UEOR-  piscusSION

2 function together to promote multiple Ras/ERK-dependent cell fates during ge@®opment, and ACKNOWLEDGEMENTS

we show that EOR-1 is a robust substrate of ERK igyitro A paint mi B1F) in the EOR-1 LITERATURE CITED

BTB domain reduces both ERK phosphorylation afli EOR-2 ®ing and eliminates all detectable

biological function without affecting EOR-1 expression 16Vels, localization, or dimerization. This

point mutation lies near the predicted charged pocket region of the EOR-1 BTB dimer, a region that, in other BTB-zinc finger proteins, has been
proposed to interact with corepressors or coactivators. We also show that a conserved zine finger-like motif in EOR-2 is required for binding to EOR-1,
that the interaction between EOR-1 and EOR-2 is direct, and that EOR-2 can bind to the human BTB-zinc finger protein PLZF. We propose that EOR-2
defines a new family of cofactors for BTB-zinc finger transcription factors that may have conserved roles in other arganisms.

THE BTB (or POZ) domain, named for founding members bric-a-brac, ramtrack, and broad complex, is a protein—protein interaction domain
evolutionarily conserved from yeast to humans (reviewed in PEREZ-TORRADO ef al. 2006). While some proteins such as Skp1 and Elongin C are
made up almost entirely of the BTB domain, most BTB proteins consist of the BTB domain in the N terminus and other functional domains in the C
terminus by which they are classified. These different classes of BTB domains all share a well-conserved tertiary structure termed the "core BTB fold"
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Gene Summary for eor-2

Specify a gene using a gene name (unc-26), a predicted gene id (R13A5.9), or a protein ID (CE02711) [eor-2
[identification] [location] [function] [expression] [gene ontology] [genetics] [homology] [reagents] [bibliography]
Identification| |pg.

Main name uence name WB Gene ID
eor-2 - (Egl-1 /DiO uptake defectil f
via Person evidence: Meera Sundaram iy NEEEIETIRTEES

Concise eor-2 encodes an unfamiliar protein, similar to CG1 7233 in Drosopmla and KIAA1 205 in H. sapiens, required

Description: for signal transduction by both RAS and Wnt and P12 fate
specification. [details]

NCBI Uncharacterized conserved protein [KOG4805]

KOGs*:

Species: Caenorhabditis elegans
Other sequences

Gene Gene Model Status R Protein _|[Amino Acids
C44H47a'.2  |[confirmed by cDNA(s) 2019/5561 bp WP.CE31445] 972aa
[C44H4.70 1. 2.3, 4 |[confirmed by cDNA(s) 2874/5594 bp WP:CE31446] 957 aa
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