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Table S1 - Top-100 predicted spermatocyte genes

Rank Mouse gene symbols

1 Zfp541

2 Stk33

3 170000641 1Rik
4 Syngr4

5 5330409N07Rik
6 Prpslli

7 Gpril60

8 1700123101Rik
9 LOCI100047259
10 Prss50

11 Mdhib

12 Cmtm2a

13 Lypd4

14 Ttc30a2

15 Spespl

16 Morc2b

17 1700066D14Rik
18 Zmynd10

19 BC051142

20 Pacrg

21 Dynlrb2

22 1700006J14Rik
23 9330102E08Rik
24 1700003MO2Rik
25 1700013G23Rik
26 Gm3925

27 Dmrtc2

28 Acslo

29 1700074P13Rik
30 2900006K08Rik
31 Adam5

32 Glipril2

33 4930519N06Rik
34 Tektl

35 Gtf2all

36 1700097M23Rik
37 Ccdcl58

38 Gml10345

39 1700029P11Rik
40 Spink?2

41 Msh4

42 1700010114Rik
43 4930549018Rik
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Eid3

Slc4la2

Boll

Tcaml
4930556A412Rik
Incal
1700012B09Rik
4930405N21Rik
Cetn4

Gsto2

Lrrc34
AW552889
4930444F02Rik
Ptpn20

Micl
1700027A23Rik
Hdgfll

Ccnb3

Pet?
4930463016Rik
Nme5

Cep72
4930511M11Rik
Cetnl

Drd4

Bhmt
1700028J19Rik
Efhcl
1700040L02Rik
TS

Ccdcl8

Sfrs14
4922502D21Rik
1700016M24Rik
Ncrna00086
Actn3

Lrre50

Lrp8

Anxa9
Tmem87a
Phyhipl

Ttc26

Erollb

Fbxol5

Pou6f1

Arap?2
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91
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95
96
97
98
99
100

Corin

Gm884

Hsf2bp

Rimklb

Cep290

Spoll

Zfp385b
1700007L15Rik
Pfn4

Asrgll
4633401B06Rik




Table S2 - Top-100 predicted oocyte genes

Rank Mouse gene symbols

1 Pde6d

2 Rabl18

3 Cedc79

4 Phfl6

5 Btbd10

6 LOCI100047893
7 TmYsf2

8 Nupll

9 Stx12

10 Mpp5

11 Igf1

12 Rablla
13 Uimcl

14 Pank3

15 AW549877
16 Smc3

17 Gpat2

18 Pdk3

19 Irsl

20 Do6MmSe
21 Ciaol

22 Csrpl

23 Usp9x

24 Rraga

25 Osbpl2
26 Sunl

27 Ythdcl
28 BC005537
29 Cstf2

30 Cmpkl
31 Eif2b3
32 Bcelafl

33 Thumpd1
34 Asflb

35 Rchyl

36 Dnmll
37 Ipr

38 Jagnl

39 Pkd?2

40 LOCI100043982
41 Kreel

42 Vamp3

43 Mbo6pr
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Copbl
Sec22b
Pthp?2
Sec6lal
Rab28
Spop
Cenblipl
Manla
Nit2
Rasal
Zfp187
Ctsb
Nglyl
Mobkl1b
Fgfir2
Atxnl0
Nrbpl
Bnip3
Sec6la?
Fami8b
Fbxo2l
Vel
6330409N04Rik
Papolg
Matr3
Esfl
Hsd17b12
Cpnel
Faml26a
Tmed?2
Igfbp5
Zfp445
Nop58
Uba6
1200016B10Rik
Eifde
TaxIbp3
Capn7
Gmli564
Rspol
Tgfbrl
Notch?2
Alb

Uba3
Hectdl
6330503K22Rik



90  Taft

91 Rhox13
92 Famli20a
93 Med4

94 Radl7
95 Texl4

96 Usp34
97 Bncl

98 Parg

99 Clnsla

100  Psmdl
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Figure S1 - Global gene expression and training data expression in meiotic prophase

Gene expression levels were log2 transformed. The global expression data were analyzed by
average linkage hierarchical clustering using uncentered correlation as distance metrics. The
average expression profiles of training data are shown at the bottom of the figure.



