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Treatment Control / Reference Cut-off used by authors Expert grouj

vastus lateralis insulin-sensitive high fat diet insulin-sensitive males before high-fat diet  t-test p <0.01 (Bonferroni-adjusted) 94
extraocular no no several muscles fold change >2 13
extraocular no no leg consistent difference call, fold change >=2 93
extraocular no age 7d timepoint 0 days (birth) fold change >2 17
extraocular no age 14d timepoint 0 days (birth) fold change >2 113
extraocular no age 21d timepoint 0 days (birth) fold change >2 162
extraocular no age 28d timepoint O days (birth) fold change >2 142
extraocular no age 45d timepoint 0 days (birth) fold change >2 132
hindlimb dystrophin no wild-type age 7d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 3
hindlimb dystrophin no wild-type age 14d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 13
hindlimb dystrophin no wild-type age 23d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 196
hindlimb dystrophin no wil consistent diff. from Wilcoxon's rank test, fold change values >=1.5 108
hindlimb dystrophin no wild-type age 56d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 362
hindlimb dystrophin no wild-type age 112d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 99
extraocular dystrophin no wild-type age 14d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 3
extraocular dystrophin no wild-type age 28d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 7
extraocular dystrophin no wild-type age 56d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 5
extraocular dystrophin no wild-type age 112d consistent diff. from Wilcoxon's rank test, fold change values >=1.5 16
gastrocnemius, quadriceps  dysferlin no wild-type age 6 wk and 8 months Correlation networks 74
unknown no insulin sensi. change (bef. training) ~ exercise insulin sensitivity improvement (bef. training) ~ fold change >1.4 21
unknown no insulin sensi. change (posttraining) ~ exercise insulin sensitivity improvement (posttraining) ~ fold change >1.4 29
C2Cc12 no differentiation undifferentiated CAGED clustering, fold-change >2.0 relative to time -2 days 448
unknown dystrophin no healthy Rosetta error model p <0.01 (Benjamini-Hochberg corrected) 341
unknown dystrophin no healthy fold-change >=2 41
biceps FSHD no healthy fold-change >2 on U95Av2 and HuFL 13
unknown nemaline myopathy no healthy t-test p <0.001 58
extraocular no no gastrocnemius and soleus muscle SAM FDR <=0.4 24
extraocular no no jaw SAM FDR <=0.4 30
quadriceps dystrophin no healthy t-test p < 0.0001; FDR = 0.0023 70
unknown dysferlin no healthy fold-change >=1.8 43
vastus lateralis no exercise leg paired t-test p <0.05 at 6 and 18h 8
Orbital layer of ocular musle  no no global layer of ocular muscle t-test p <0.05 (RMA and MAS), fold-change>=2 7
hindlimb dystrophin no healthy fold change >2  at different time points 23
tibialis anterior no Cardiotoxin untreated fold change >2.5 1176
vastus lateralis no epinephrine healthy SAM FDR <0.001 1107
vastus lateralis no lipid infusion saline SAM and Genespring 26
unknown inclusion body myositis no healthy fold-change >=10 minexpr=500 125
unknown polymyositis no healthy fold-change >=10 minexpr=500 121
unknown dermatomyositis no healthy fold-change >=10 minexpr=500 45
vastus lateralis no only t-test p <0.05, fold-change >5 24
gastrocnemius no space flight untreated fold change >=8 59
gastrocnemius no tail suspension untreated 22
gastrocnemius no denervation untreated 67
gastrocnemius no dexamethasone untreated 6
gastrocnemius no dexamethasone+IGF untreated fold change >=3 6

i no wild-type age 16 wk t-test p <0.01 (Benjamini-Hochberg corrected); fold-change >=2 97
C2AS812 no IGF untreated fold change >=3 67
C2AS12 no PDGF untreated fold change >=3 43
unknown nemaline myopathy non-typing no nemaline myopathy typing correlation method 182
AB49tTA Ala expansion in overexpr.Pabpn1 no mock-infected fold change >=2.5; Intensity difference > 200 units 88
soleus (affected) unknown - ky no wild-type Bayes probability; additional cut-off for signal units. 19
EDL (unaffected) unknown - ky no wild-type Bayes probability; additional cut-off for signal units. 15
quadriceps dysferlin no wild-type t-test p <0.05, fold change >2 15
quadriceps dysferlin no wild-type t-test p <0.05, fold change >2 19
quadriceps FOXO1 no wild-type Fisher's protected least significant difference test 0
unknown mitochondrial encephalo-myopathy no healthy fold change >=2.5 43
diaphragm dystrophin no wildtype - age 7d pairwise replicate comparisons Wilcoxon p <0.01 1
diaphragm dystrophin no wildtype - age 14d pairwise replicate comparisons Wilcoxon p <0.01 9
diaphragm dystrophin no wildtype - age 23d pairwise replicate comparisons Wilcoxon p <0.01 192
diaphragm dystrophin no wildtype - age 28d pairwise replicate comparisons Wilcoxon p <0.01 185
diaphragm dystrophin no wild-type - age 56d pairwise replicate comparisons Wilcoxon p <0.01 234
diaphragm dystrophin no wild-type - age 112 d pairwise replicate comparisons Wilcoxon p <0.01 144
diaphragm no no hindlimb pairwise replicate comparisons Wilcoxon p <0.01 28
quadriceps, others no autopsy surgical SAM FDR 0.0166, fold-change >2 19
deltoid no no quadriceps 65
deltoid no no gastrocnemius PCA 65
deltoid no no tibialis anterior PCA 4
gastrocnemius no no quadriceps PCA 18
gastrocnemius no no tibialis anterior PCA 6
quadriceps no no tibialis anterior PCA 37
c2Cc12 no differentiation undifferentiated K-means clustering; fold change >3.5 102
hindlimb dystrophin and dystrophin x utrophin  no wild-type t-test p< 0.01 79
primary no differentiation undifferentiated Z>196 68
primary no differentiation undifferentiated ANOVA p <0.000005; Fold-change >2 59
primary dystrophin differentiation undifferentiated, healthy ANOVA p <0.00005 39
quadriceps dystrophin no healthy p <1e-6 at least one time point 77
quadriceps different severe muscular dystrophies  no healthy and less affected animals ANOVA p <0.05 (Benjamini-Hochberg corrected) 518
quadriceps dysferlin no healthy ANOVA p <0.05 (Benjamini-Hochberg corrected) 148
quadriceps beta-sarcoglycan no healthy p<0.05 temporal expression profile: hotelling t-test 268
quadriceps gamma-sarcoglycan no healthy p<0.05 temporal expression profile: hotelling t-test 51
psoas and quadriceps calpain3 no wild-type Rosetta error model p <0.05 (Benjamini-Hochberg corrected) 134
quadriceps fxr no healthy ANOVA p <0.05 (Benjamini-Hochberg corrected) in female and male 56
immortalized IM2 Ala expansion in overexpr. Pabpn1 no untransfected ANOVA p <0.05 Bonf. corr.; Similarity (PABPN1) -0.9 > p > 0.9 30
quadriceps Ala expansion in PABPN1 gene no healthy ANOVA p <0.05 Bonferroni corrected 43
c2c12 no starvation / atrophy untreated fold-change >=2 72
vastus lateralis no ageing young men t-test p <0.05; SAM FDR <0.1 213
vastus lateralis no ageing young women t-test p <0.01; SAM FDR <0.1 432
unknown juvenilie dermatomyositis no healthy fold-change >=2 (pairwise comparison) 37
vastus lateralis spastic paraplegia no healthy Welch t-test p <0.05; fold-change >=2 on U95+U133 0
unknown acute quadriplegic myopathy no healthy Welch ANOVA t-test p <0.05; fold-change >=1.5 20
vastus lateralis no sarcopenia in older subjects  young control subjects ttest p <0.01 26
hindlimb no disuse (atrophy) untreated ANOVA p <0.0538 Benjamini-Hochberg-corrected 218
diaphragm dystrophin no wild-type age 8 wk Geometric fold change analysis 99
EDL dystrophin no wild-type age 8 wk Geometric fold change analysis 69

i no wild-type age 8 wk Geometric fold change analysis 30

quadriceps dystrophin no wild-type age 8 wk Geometric fold change analysis 39
soleus dystrophin no wild-type age 8 wk Geometric fold change analysis 31
tibialis anterior dystrophin no wild-type age 8 wk Geometric fold change analysis 12
unknown dystrophin oxandrolone untreated DMD patients fold-change >2 10
quadriceps, tibialis anterior  dysferlin wild-type age 21d t-test p <0.1; fold-change >2 27
quadriceps no no tibialis anterior ttest p <0.1; fold-change >2 30
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