Additional file 6. Cluster profiles of Fusarium graminearum CAZyme genes during
infection of wheat or barley and conidium germination. All time-series have been transformed
to (0, v_1-v 0,..., v_n—v_0) so that the time series starts at 0. The software Mayday 2.13 [50] was
used to construct the k-means clustering with Pearson correlation distance measure and 9 clusters.
FG1 and FG15 were expression profiles of F. graminearum CAZyme genes during infection of
barley spikes and wheat heads, respectively. FG7 panels were expression profiles of these genes

during conidium germination.



FG7

FG1

FG15

FG7

FG1

FG15

J\

~
1/

1177
11/

/L

7 NS

A

\\

[(0)A-(1)A] @BueyQ uoissaudxg

¥R T v @

[(0)A-(1)A] 86ueyD uoissaidxg

L

~

(o0}

©

[(0)A-(1)A] @BueyD UoISSBIdXT

© < © o = o

°
[(0)A-(1)A] @BueyD uoissaidxg

R

o

uzel

CR443

\\

B
]
R

| AN

—
ESSS

28

I

A

N

N

e
—

4

—~
>

%

AN

—

/"

VA

T~

™~

N - o T & @ ¥

[(0)A-(1)A] 86uey) uoissaidxgy

©

«®

© © <

N

© o~ ~ o ~ o

[(0)A-(1)A] @BueyD uoissaidxg

©

™

0

< © o~ ~ =)

[(0)A-(1)A] oBueyD uoissaidxg

R

o~ = o

[(0)A-(1)A] @BueyD uoissaidx3

To]

~

©

© < © o~ -

[(0)A-(1)A] 86uey) uoissaidxgy

o

uo

uzel

Uyl





