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Select testable phenotypes
1) associated >= 10 genes; 2) keep lowest leaf nodes

l For each phenotype (PTi) of a disease (D)
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Train a desc@siorj tree Repeat N =100|times
(Examplary tree in Figure 1B) to get stable result

For each leaf in decision tree
Probability = # of GSP/(# of GSP+ # of GSN)
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Likelihood of a gene perturbation to give rise to disease D :
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