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SMRTbell™ Template preparation can be used to create
libraries of various insert sizes from 250 bp to 20,000 bp
depending on the needs of the application.

‘g PACIFIC
BIOSCIENCES®



Run Design

Template
Preparation

Polymerase Primary Secondary Tertiary
Binding Analysis Analysis Analysis

RS Remote

@ Fle Edit View Help

Design Run Monitor Run

Open an Existing Run

Plate ID

Wells

View Data

T
s v
e et
3 =~

Design #x mp-d250 - Remote Desktop

@ Fle Edit View Help

EEX

Design Run

[RFICRE tost plate Output Uri:

Monitor Run

[o DG New plate created on April 24 2013 - 10,

View Data

Pratocal

Sample

Well Instructions

Preset: | T

Content
Sample Information
Sample Name | test sample ‘

Protocol Settings I

Prap Kit Barcods:”| [<= Binding Kit Barcode:*|

DNA Control Gomplex | I

Additional Settings

Protocols
Caollection Seffings... Primary Analysis Seffings... Secondary Analysis 3
[ Standard Seqva | [pefautt v | v
Wells Selected: 1
SMRT Cells Selected: 1
Mavie Time Insert Size (bp) | Reuse Complex | Stage Start Seconcary Analysis l # of Calls [

153

PACIFIC
BIOSCIENCES®

6



Template Polymerase Secondary
Preparation Binding Analysis
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Robot During SMRT® Cell R
Preparation

. Internal Robotics

6 PACIFIC
BIOSCIENCES®






Primary Analysis
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Where to Find More Information

* Documents are available through the Customer Portal, SampleNet and DevNet

— Template Preparation
- Guide - Pacific Biosciences® Template Preparation and Sequencing
- Procedures & Checklists for 250 bp - 20 kb libraries

- PacBio guidelines — SMRTbell™ libraries
— Software Getting Started Guide
* Help Guides are available through the “Help” tab of the Software
— RS Remote Guide (see next slide)
— SMRT® Portal
— SMRT® View
» Help Guides and Informatics resources are also available in DevNet
— SMRT® Portal Guide

— SMRT® View Guide

— Bioinformatic Training WiKi
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RS Remote Help

f2*mp-d250 - Remote Desktop

pap01-42142:8080 (Connected) - RS Remote

Content

Des N\ Monitor Run

About

w 3 Qutput Uri:

Home = RS Remote Help

n RS Remote Help
Use the mouse to select] RS Remote Help

(Ctrl+4 to select all) Use RS Remote to:

T RS TEE. Create a new PacBio RS instrument run. The run is then
available from the instrument touchscreen (RS Touch) so
that the user can load the instrument and start the run.
Open an existing run, Edit Field Seffings...
Export and import runs in .CSY format.

Maonitor and view run progress on one or multiple
instruments.

iew primary analysis results currently generated by a
run.

@ Wells l Sampla l Secondary Analysis
Reference:

Pacific Biosciences software overview

Menu Commands

BES Rermote hardware/software regquirements
Pacific Biosciences terminology
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For additional technical support, contact Pacific Biosciences at

TechSupport@pacifichiosciences. corm or 877-920-7222.
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