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Sequencing Workflow 
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Template Preparation 
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SMRTbell™ Template preparation can be used to create 
libraries of various insert sizes from 250 bp to 20,000 bp 
depending on the needs of the application.   

Template  
Preparatio

n 
Run  

Design 
Polymeras
e Binding 

Instrument 
Run 

Primary 
Analysis 

Secondar
y Analysis 

Tertiary 
Analysis 

Template  
Preparation 

Run  
Design 

Polymerase 
Binding 

Instrument 
Run 

Primary 
Analysis 

Secondary 
Analysis 

Tertiary 
Analysis 



Run Design Template  
Preparatio

n 
Run  

Design 
Polymeras
e Binding 

Instrument 
Run 

Primary 
Analysis 

Secondar
y Analysis 

Tertiary 
Analysis 

Template  
Preparation 

Run  
Design 

Polymerase 
Binding 

Instrument 
Run 

Primary 
Analysis 

Secondary 
Analysis 

Tertiary 
Analysis 



Bind Polymerase to 
SMRTbell™ template 

Anneal  
Primer 

Bind 
Polymerase 

SMRTbell™ 
Template 

Template  
Preparatio

n 
Run  

Design 
Polymeras
e Binding 

Instrument 
Run 

Primary 
Analysis 

Secondar
y Analysis 

Tertiary 
Analysis 

Template  
Preparation 

Run  
Design 

Polymerase 
Binding 

Instrument 
Run 

Primary 
Analysis 

Secondary 
Analysis 

Tertiary 
Analysis 

Diffusion 
Loading 

MagBead 
Loading 
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loading SMRTbell™ libraries 



Instrument Run 
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Robot During SMRT® Cell                                            
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RS Dashboard Template  
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SMRT® View 
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Where to Find More Information 

• Documents are available through the Customer Portal, SampleNet and DevNet 

– Template Preparation 

− Guide - Pacific Biosciences® Template Preparation and Sequencing 

− Procedures & Checklists for 250 bp - 20 kb libraries 

− PacBio guidelines – SMRTbell™ libraries  

– Software Getting Started Guide 

• Help Guides are available through the “Help” tab of the Software 

– RS Remote Guide (see next slide) 

– SMRT® Portal 

– SMRT® View 

• Help Guides and Informatics resources are also available in DevNet 

– SMRT® Portal Guide 

– SMRT® View Guide 

– Bioinformatic Training Wiki 
 



RS Remote Help 
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